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Analysis tool for random samples, by YongYong Shi.
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Haplotype analysis
(All those frequency<0.03 will be ignored in analysis.)
Loci chosen for hap-analysis: 1205, 1800947, 1130864

Case(freq) Control(freq) Chi2 MonteCarlo p Fisher's p Pearson's p 0dds Ratio [95%CI]
CCA 38.02(0.022) 18.40(0.016) - - - - -
C CG* 639.95(0.377) 352.17(0.304) 17.546 - 2.85e-005 2.84e-005 1.409 [1.200~1.655]
CGA 0.00(0.000) 0.61(0.001) - - - - -
CGG 39.03(0.023) 27.82(0.024) - - - - -
T C A* 53.82(0.032) 42.76(0.037) 0.528 - 0.467670 0.467648 0.859 [0.571~1.294]
T C G* 858.21(0.505) 666.67(0.575) 12.926 - 0.000327 0.000326 0.753 [0.645~0.879]
TGA 0.16(0.000) 0.23(0.000) - - - - -
T G G* 68.81(0.041) 51.34(0.044) 0.212 - 0.645063 0.645064 0.917 [0.633~1.327]

Global result:

Total control=1160.0, total case=1698.0

Global chi2 is 17.605822 while df=3 (frequency<0.03 in both control & case has been dropped.)
Fisher's p value is 0.000538

Pearson's p value is 0.000531
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