Appendix Table 4. Transcriptome PPI Network Details Table
	Expressions
	Functional class
	Involving the modules in the diagram
	Central role

	Significant upward adjustment
(Figure 8-A)
	carbon metabolism
	[bookmark: _Hlk205577930]b (xua，uxu，kdg; sugar)1, c (fad; fats)2, h (mal; maltose3, 4, i (srl; sorbitol)5, k (lac; lactose)6, c (gabD, mqo, mdh, fumC, icdA, acs; TCA)7-10
	Use of diversified carbon sources to adapt to environmental nutrient changes

	
	intake of material
	A (ent，fep; iron)11, 12、c (ton; sugar)13
	Access to metals, polysaccharides

	
	biosynthesis
	d (suf; [Fe-S] cluster)14、e (puu; putrescine)15、f (mua; molybdenum cofactor)16、j (nrd; DNA)17
	Synthesis of iron-sulfur clusters , putrescine, molybdenum cofactors, deoxyribonucleotides

	
	Structure and regulation
	[bookmark: _Hlk206443186][bookmark: _Hlk206443195]g (tyr; recording and regulation)18、k (lac; recording and regulation)19
	Ribosomes, transcriptional regulators regulate metabolic pathway switches

	Significant dowaward adjustment
(Figure 8-B)
	anaerobic metabolism
	b (frd, nar; fumaric acid / nitrate reduction)20, 21、j (fdo; formic acid oxidation)22、d (men; methyl naphthoquinone)23
	Construction of an anaerobic electron transport chain

	
	intake of material
	g (pst; phosphorus)24、i (abg, p-Aminobenzoylglutamic acid)25、f (cys; sulfate channel)26
	Sensing phosphorus, carbon sources, sulphate, chemical signalling, dynamic adjustment of metabolism and exercise

	
	biosynthesis
	c (arg; arginine)27、e (leu; leucine)28、j (aroE, shikimic acid；pta, acetate)29, 30
	Self-synthesis of amino acids, nucleotides, shikimic acid, acetate, free from exogenous nutrient dependence

	
	Structure and Motion
	a (flg; flagellum)31、h (ccm; Cytochrome c)32
	Flagellum mediates locomotion/chemotaxis, cytochrome c supports anaerobic electron transfer
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