Table 7. Concordance analysis in the validation sample.
	
	Bias (kg) 1
	
	Limits of agreement
	
	
	
	

	Model
	Predictors
	Mean
	SD
	%
	Mean Diff.
+ 2 SD
	Mean Diff.
- 2 SD
	Corr
r
	p-value
	No of subjects outside the LOA2
	%

	1
	W+L+HC
	0,04
	0,83
	1,71
	1,692
	-1,610
	-0,23
	0,000
	8
	3,1

	2
	W+L+HC+TST
	0,01
	0,83
	1,24
	1,652
	-1,629
	-0,20
	0,001
	9
	3,5

	3
	W+L+HC+TST+AG
	0,07
	0,82
	2,03
	1,701
	-1,565
	-0,20
	0,001
	9
	3,5

	4
	W+L+HC+TST+AG+ Country
	-0,05
	0,60
	-0,22
	1,159
	-1,256
	-0,06
	0,308
	17
	6,5

	5
	W+L+HC+AG+ Country
	-0,04
	0,59
	-0,06
	1,144
	-1,245
	-0,10
	0,094
	10
	3.8

	6
	W+L+HC+ Country
	-0,10
	0,60
	-0.89
	1,095
	-1,292
	-0,11
	0,087
	12
	4,6


1Bias: Mean percentage difference between FFMpred and FFMobs.
1LOA: Limits of agreement 
