[bookmark: _GoBack]Supplementary Table S1. Exploratory within-histotype Spearman correlations
	Histotype
	Variable
	n
	rho
	Raw P
	Holm P

	HGSC
	Age
	20
	0.311
	0.182
	0.182

	HGSC
	FIGO stage, ordinal
	20
	0.668
	0.001
	0.004

	HGSC
	Recorded nodal/peritoneal metastasis
	20
	0.503
	0.024
	0.048

	HGSC
	p53 mutation-type pattern
	20
	NA
	NA
	NA

	HGSC
	WT1 positivity
	20
	NA
	NA
	NA

	HGSC
	ER positivity
	20
	NA
	NA
	NA

	HGSC
	Ki-67 index
	20
	0.883
	<0.001
	<0.001

	MC
	Age
	20
	0.178
	0.453
	1.000

	MC
	FIGO stage, ordinal
	20
	-0.073
	0.759
	1.000

	MC
	Recorded nodal/peritoneal metastasis
	20
	NA
	NA
	NA

	MC
	p53 mutation-type pattern
	20
	-0.079
	0.741
	1.000

	MC
	WT1 positivity
	20
	NA
	NA
	NA

	MC
	ER positivity
	20
	0.291
	0.214
	0.950

	MC
	Ki-67 index
	20
	0.306
	0.190
	0.950

	EC
	Age
	20
	0.156
	0.512
	1.000

	EC
	FIGO stage, ordinal
	20
	-0.834
	<0.001
	<0.001

	EC
	Recorded nodal/peritoneal metastasis
	20
	NA
	NA
	NA

	EC
	p53 mutation-type pattern
	20
	-0.532
	0.016
	0.079

	EC
	WT1 positivity
	20
	0.300
	0.199
	0.598

	EC
	ER positivity
	20
	0.406
	0.075
	0.302

	EC
	Ki-67 index
	20
	0.099
	0.678
	1.000

	CCC
	Age
	20
	0.268
	0.252
	1.000

	CCC
	FIGO stage, ordinal
	20
	NA
	NA
	NA

	CCC
	Recorded nodal/peritoneal metastasis
	20
	NA
	NA
	NA

	CCC
	p53 mutation-type pattern
	20
	0.122
	0.609
	1.000

	CCC
	WT1 positivity
	20
	NA
	NA
	NA

	CCC
	ER positivity
	20
	0.116
	0.626
	1.000

	CCC
	Ki-67 index
	20
	0.148
	0.534
	1.000


Holm adjustment was applied separately within each histotype. NA indicates that the variable had no within-group variation.


