SUPPLEMENTAL FIGURES
Fig. S1. LC-MS analysis of mass spectra. A, LC-MS analysis of mass spectra for the peptide containing Lys168. The peptide was obtained after trypsin digestion of rPKA-C.  The spectrum for the non-acetylated peptides is shown in green (lower panel) while the corresponding acetylated spectrum is shown in red (upper panel). In these spectra, the peptides are shown from carboxyterminal to aminoterminal. B, LC-MS analysis of mass spectra for the peptide containing Lys309. The peptide was obtained after trypsin digestion of rPKA-C.  The spectrum for the non-acetylated peptides is shown in green (lower panel) while the corresponding acetylated spectrum is shown in red (upper panel). In these spectra, the peptides are shown from carboxyterminal to aminoterminal. 

Fig. S2. A, rPKA-C without exposure to sperm extract and sperm extract alone were used as controls in KIMSA experiments. B, Western blots were used as loading controls showing the same amount of rPKA-C after beads recovery.

Fig. S3. Chemical shift perturbation (CSP) analysis of 15N-rPKA-C residues. A, 15N-rPKAC in extracts in the absence and presence of acetyl-CoA and IDACs, corresponding to the analysis presented in figure 3. Bars are colored proportionally to the CSP values, with darker colors indicating larger perturbations. Thresholds corresponding to the mean (CSP), mean + 0.5σ, and mean + 1σ are indicated by solid and dashed lines, respectively. Gray-shaded areas represent perturbed structural regions involved in ATP binding (glycine-rich loop: G-rich) and catalysis (activation segment).  B, CSP of 15N-rPKA-C induced by ATP binding. C, Overlay of 1H-15N HSQC spectra of 15N-rPKA-C in the absence (black) and presence (red) of ATP.
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