	
	Control
	Control
	Liraglutide 
	Liraglutide
	GLM ANOVA
	Holm-Sidak

	
	B6NTac
	B6NRj
	B6NTac
	B6NRj
	
	

	
	Mean ± StDev
	Mean ± StDev
	Mean ± StDev
	Mean ± StDev
	p value
	adjusted p value

	
	N = 16
	N = 19
	N = 15
	N = 20
	Strain
	Treatment
	Strain
	Treatment

	Unassigned;Other
	2.9
	±
	3.5
	14.1
	±
	13.2
	0.7
	±
	1.1
	7.8
	±
	10.5
	0.0001
	0.0010
	0.0087
	0.0676

	(Actinobacteria);f_Coriobacteriaceae
	0.3
	±
	1.3
	3.3
	±
	10.7
	0.4
	±
	0.9
	5.7
	±
	7.8
	0.0001
	0.0290
	0.0087
	0.7771

	(Bacteroidetes);Other
	0
	±
	0
	0.3
	±
	0.6
	0
	±
	0
	0.4
	±
	0.6
	0.0001
	0.6190
	0.0087
	1.0000

	(Bacteroidetes);o_Bacteroidales
	95.6
	±
	69.3
	145.2
	±
	114.4
	9.2
	±
	11
	145.5
	±
	109.3
	0.0001
	0.0010
	0.0087
	0.0676

	(Bacteroidetes);g_Bacteroides;Other
	13.3
	±
	24.8
	1.9
	±
	1.4
	14.1
	±
	14.8
	1.4
	±
	1.7
	0.0001
	0.7420
	0.0087
	1.0000

	(Bacteroidetes);g_Bacteroides
	3367.8
	±
	940.7
	1809.4
	±
	832.8
	1620
	±
	714.4
	1743
	±
	689.5
	0.0030
	0.0001
	0.1549
	0.0087

	(Bacteroidetes);s_Bacteroides acidifaciens
	0
	±
	0
	1
	±
	0.8
	0
	±
	0
	1.6
	±
	1.9
	0.0001
	0.8620
	0.0087
	1.0000

	(Bacteroidetes);s_Bacteroides caccae
	4.6
	±
	5.5
	0
	±
	0
	19.3
	±
	18.8
	0
	±
	0
	0.0001
	0.0020
	0.0087
	0.1220

	(Bacteroidetes);g_Parabacteroides
	63.3
	±
	42.3
	47.2
	±
	29.2
	101.3
	±
	74.4
	120.9
	±
	69
	0.7960
	0.0001
	1.0000
	0.0087

	(Bacteroidetes);s_Parabacteroides distasonis
	0
	±
	0
	19.9
	±
	12.9
	0
	±
	0
	52.4
	±
	31.2
	0.0001
	0.0010
	0.0087
	0.0676

	(Bacteroidetes);f_S24-7
	637.6
	±
	154
	346.6
	±
	176.9
	623.9
	±
	443.5
	294.4
	±
	110.7
	0.0001
	0.6320
	0.0087
	1.0000

	(Bacteroidetes);g_[Prevotella]
	0
	±
	0
	233.9
	±
	264.6
	0
	±
	0
	305.9
	±
	271
	0.0001
	0.4700
	0.0087
	1.0000

	(Deferribacteres);s_Mucispirillum schaedleri
	201.8
	±
	81.3
	103.7
	±
	94.5
	47.9
	±
	53.3
	38.1
	±
	36.5
	0.0050
	0.0001
	0.2333
	0.0087

	(Firmicutes);g_Lactobacillus
	77.8
	±
	69.2
	220.6
	±
	188.1
	483.5
	±
	375.4
	341.3
	±
	219.8
	0.1460
	0.0001
	0.9925
	0.0087

	(Firmicutes);s_Lactobacillus reuteri
	6.1
	±
	6.7
	16.1
	±
	15.1
	60.4
	±
	54
	21.3
	±
	14.7
	0.8070
	0.0001
	1.0000
	0.0087

	(Firmicutes);o_Clostridiales;Other
	8
	±
	27.3
	26.9
	±
	92.2
	347.6
	±
	107
	255.4
	±
	129.5
	0.4940
	0.0001
	0.9999
	0.0087

	(Firmicutes);o_Clostridiales
	2228.5
	±
	710.3
	1423.8
	±
	648.5
	2968.6
	±
	907.6
	1711.8
	±
	286.5
	0.0001
	0.0080
	0.0087
	0.3874

	(Firmicutes);f_Clostridiaceae
	4.2
	±
	15.2
	15.8
	±
	59.3
	312.3
	±
	144.9
	163
	±
	85
	0.0920
	0.0001
	0.9768
	0.0087

	(Firmicutes);g_Clostridium
	0.3
	±
	1
	1.5
	±
	5.7
	56.3
	±
	42.3
	19.5
	±
	19.3
	0.0050
	0.0001
	0.2333
	0.0087

	(Firmicutes);g_Coprococcus
	9
	±
	7.7
	7.1
	±
	6
	28.6
	±
	13.1
	21.1
	±
	13.5
	0.0930
	0.0001
	0.9768
	0.0087

	(Firmicutes);g_Moryella
	0.3
	±
	0.4
	6.6
	±
	5.4
	2.2
	±
	3.9
	3.4
	±
	3
	0.0001
	0.7450
	0.0087
	1.0000

	(Firmicutes);g_Roseburia;Other
	15.1
	±
	18.2
	0.3
	±
	1
	6.4
	±
	6.2
	0
	±
	0
	0.0001
	0.0670
	0.0087
	0.9559

	(Firmicutes);g_Roseburia
	11.6
	±
	11.6
	0
	±
	0
	4.1
	±
	5.2
	0
	±
	0
	0.0001
	0.0260
	0.0087
	0.7525

	(Firmicutes);s_Roseburia faecis
	2.3
	±
	2.2
	0
	±
	0
	1.1
	±
	2.1
	0
	±
	0
	0.0001
	0.1270
	0.0087
	0.9967

	(Firmicutes);f_Peptococcaceae
	30.6
	±
	15.3
	13.1
	±
	17.8
	10.1
	±
	13
	4.4
	±
	3.4
	0.0020
	0.0001
	0.1096
	0.0087

	(Firmicutes);f_Ruminococcaceae;Other
	108.6
	±
	33.6
	67
	±
	29.3
	94.1
	±
	54.8
	46.4
	±
	36.4
	0.0001
	0.0930
	0.0087
	0.9850

	(Firmicutes);g_Anaerotruncus
	5.3
	±
	3.1
	6.3
	±
	5
	1.4
	±
	1.9
	2.2
	±
	2.3
	0.2870
	0.0001
	0.9997
	0.0087

	(Firmicutes);g_Oscillospira
	1026.3
	±
	351.2
	756.6
	±
	293.3
	949.2
	±
	401.4
	502.5
	±
	177.3
	0.0001
	0.0550
	0.0087
	0.9259

	(Firmicutes);g_Ruminococcus
	234.1
	±
	80.2
	51.5
	±
	29.4
	152.2
	±
	57.5
	39.7
	±
	27
	0.0001
	0.0030
	0.0087
	0.1724

	(Firmicutes);g_Allobaculum
	3.7
	±
	13.7
	5.7
	±
	21.9
	254.9
	±
	209.9
	104.9
	±
	149.9
	0.0140
	0.0001
	0.4772
	0.0087

	(Proteobacteria);o_RF32
	37.1
	±
	26.5
	2.9
	±
	3.5
	21.9
	±
	13.9
	5.6
	±
	5.9
	0.0001
	0.9860
	0.0087
	1.0000

	(Proteobacteria);g_Sutterella
	1.4
	±
	5.5
	0.4
	±
	1.1
	0.2
	±
	0.5
	3.9
	±
	5
	0.0001
	0.0030
	0.0087
	0.1724

	(Proteobacteria);f_Desulfovibrionaceae;Other
	0
	±
	0
	6.2
	±
	3.9
	0
	±
	0
	2.9
	±
	2.2
	0.0001
	0.0110
	0.0087
	0.4793

	(Proteobacteria);f_Desulfovibrionaceae
	93.8
	±
	53.9
	2028.1
	±
	464
	40.3
	±
	28.4
	1486.4
	±
	301.6
	0.0001
	0.0001
	0.0087
	0.0087

	(Proteobacteria);g_Bilophila
	251.5
	±
	107.6
	0
	±
	0
	88.1
	±
	50
	0
	±
	0
	0.0001
	0.0001
	0.0087
	0.0087

	(Proteobacteria);f_Enterobacteriaceae
	0.2
	±
	0.5
	6.5
	±
	10.8
	5
	±
	8
	43.4
	±
	62.5
	0.0001
	0.0001
	0.0087
	0.0087

	(TM7);f_F16
	2
	±
	5.7
	8.1
	±
	8.7
	0.1
	±
	0.3
	2.9
	±
	2.6
	0.0001
	0.0080
	0.0087
	0.3874

	(Tenericutes);o_RF39
	12.7
	±
	22.4
	9.7
	±
	6.3
	37.3
	±
	27.6
	14.5
	±
	12.8
	0.4280
	0.0001
	0.9997
	0.0087

	(Tenericutes);o_ML615J-28
	0
	±
	0
	0
	±
	0
	8.4
	±
	8.3
	0
	±
	0
	0.0001
	0.0001
	0.0087
	0.0087

	(Verrucomicrobia);s_Akkermansia muciniphila
	142.4
	±
	234.1
	934.1
	±
	911.4
	228.6
	±
	264.5
	1351.8
	±
	913.2
	0.0010
	0.0260
	0.0592
	0.7525
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