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	(Actinobacteria);s_Bifidobacterium pseudolongum
	6.5
	±
	8.7
	0
	±
	0
	0.0002
	0.0151
	0
	±
	0
	0
	±
	0
	
	

	(Actinobacteria);g_Adlercreutzia
	8.8
	±
	5.5
	3.2
	±
	2.9
	0.0001
	0.0095
	1.3
	±
	1.5
	4.4
	±
	3.6
	0.0003
	0.0202

	(Bacteroidetes);o_Bacteroidales
	70.3
	±
	78.9
	8.9
	±
	11.1
	0.0001
	0.0095
	178.3
	±
	120
	204
	±
	332
	0.7141
	1

	(Bacteroidetes);g_Bacteroides;Other
	4.7
	±
	5.3
	2.1
	±
	3.6
	0.0227
	0.6442
	7.4
	±
	7.5
	0.6
	±
	1.1
	0.0001
	0.0087

	(Bacteroidetes);g_Bacteroides
	177.6
	±
	171.3
	106.5
	±
	79.8
	0.0373
	0.7974
	2297.6
	±
	1018.2
	393.2
	±
	383.4
	0.0001
	0.0087

	(Bacteroidetes);s_Bacteroides acidifaciens
	0
	±
	0
	1.3
	±
	1.8
	0.0001
	0.0095
	0
	±
	0
	0.3
	±
	0.6
	0.0175
	0.6077

	(Bacteroidetes);s_Bacteroides caccae
	8.1
	±
	7.5
	0
	±
	0
	0.0001
	0.0095
	8.2
	±
	11
	0
	±
	0
	0.0002
	0.0139

	(Bacteroidetes);s_Bacteroides uniformis
	8.9
	±
	11.9
	0
	±
	0
	0.0002
	0.0151
	17.5
	±
	23.8
	0
	±
	0
	0.0002
	0.0139

	(Bacteroidetes);g_Parabacteroides
	15.2
	±
	17.1
	10.9
	±
	13.4
	0.2613
	0.9982
	52.6
	±
	34.1
	10.7
	±
	10.6
	0.0001
	0.0087

	(Bacteroidetes);s_Parabacteroides distasonis
	0
	±
	0
	3
	±
	3.7
	0.0001
	0.0095
	0
	±
	0
	6.2
	±
	9
	0.0022
	0.1219

	(Bacteroidetes);g_Prevotella;Other
	0
	±
	0
	19.9
	±
	17.3
	0.0001
	0.0095
	0
	±
	0
	0
	±
	0
	
	

	(Bacteroidetes);g_Prevotella
	32.4
	±
	104.6
	866.2
	±
	629.4
	0.0001
	0.0095
	0.5
	±
	0.9
	0.1
	±
	0.4
	0.0386
	0.8489

	(Bacteroidetes);s_Prevotella stercorea
	0
	±
	0
	11.6
	±
	8.3
	0.0001
	0.0095
	0
	±
	0
	0
	±
	0
	
	

	(Bacteroidetes);f_Rikenellaceae
	201.6
	±
	146.2
	731.1
	±
	721
	0.0001
	0.0095
	213.4
	±
	142.3
	172.2
	±
	150.3
	0.2987
	0.9996

	(Bacteroidetes);f_S24-7
	3516.9
	±
	1101.5
	4489.7
	±
	1662.3
	0.0056
	0.2698
	705.1
	±
	330.7
	198.4
	±
	194.7
	0.0001
	0.0087

	(Bacteroidetes);g_[Prevotella]
	0
	±
	0
	59.2
	±
	84
	0.0002
	0.0151
	0
	±
	0
	60
	±
	101.9
	0.0071
	0.329

	(Firmicutes);g_Lactobacillus
	1451.1
	±
	982.2
	586.1
	±
	466.3
	0.0001
	0.0095
	150.4
	±
	141.3
	150.1
	±
	117.6
	0.9934
	1

	(Firmicutes);g_Lactococcus
	0
	±
	0
	0.1
	±
	0.4
	0.0231
	0.6442
	368.7
	±
	186.5
	850.2
	±
	456.2
	0.0001
	0.0087

	(Firmicutes);g_Turicibacter
	128.7
	±
	143.3
	0
	±
	0
	0.0001
	0.0095
	0
	±
	0.2
	0
	±
	0
	0.3251
	0.9996

	(Firmicutes);o_Clostridiales;Other
	42.2
	±
	36.9
	5.3
	±
	10.4
	0.0001
	0.0095
	21
	±
	50.1
	8.8
	±
	17
	0.2054
	0.9975

	(Firmicutes);o_Clostridiales
	1954.6
	±
	1023.8
	1227.6
	±
	767.6
	0.0018
	0.1089
	2139.2
	±
	777.5
	1407.3
	±
	933
	0.0028
	0.1477

	(Firmicutes);f_Christensenellaceae
	1.3
	±
	1.3
	0.2
	±
	0.5
	0.0001
	0.0095
	12
	±
	5.7
	7.1
	±
	4.3
	0.0006
	0.0388

	(Firmicutes);f_Clostridiaceae
	121.9
	±
	104
	1
	±
	1.3
	0.0001
	0.0095
	13.3
	±
	24.1
	3.2
	±
	8.1
	0.0336
	0.8189

	(Firmicutes);f_Lachnospiraceae;Other
	61.1
	±
	41.4
	82
	±
	54.6
	0.0786
	0.943
	101.9
	±
	39.5
	59.2
	±
	25
	0.0001
	0.0087

	(Firmicutes);g_Moryella
	0.3
	±
	0.4
	6.1
	±
	9.2
	0.0005
	0.0344
	0.8
	±
	1.4
	6.2
	±
	7.6
	0.0019
	0.1078

	(Firmicutes);g_Roseburia;Other
	0.2
	±
	0.4
	0
	±
	0
	0.0574
	0.8809
	14.2
	±
	15.3
	0
	±
	0
	0.0001
	0.0087

	(Firmicutes);g_Roseburia
	0
	±
	0
	0
	±
	0
	
	
	8.8
	±
	7.8
	0
	±
	0
	0.0001
	0.0087

	(Firmicutes);s_Roseburia faecis
	0
	±
	0
	0
	±
	0
	
	
	2.7
	±
	2.6
	0
	±
	0
	0.0001
	0.0087

	(Firmicutes);g_[Ruminococcus];Other
	1.1
	±
	3.3
	2.2
	±
	8.2
	0.4411
	0.9997
	55.8
	±
	70
	6.9
	±
	18.3
	0.0005
	0.033

	(Firmicutes);f_Peptococcaceae
	0.4
	±
	0.9
	0.3
	±
	0.8
	0.6273
	0.9999
	47.7
	±
	24.2
	7.1
	±
	5.7
	0.0001
	0.0087

	(Firmicutes);f_Ruminococcaceae;Other
	48.3
	±
	50.5
	40.8
	±
	49.8
	0.5399
	0.9998
	156.1
	±
	70.4
	73.2
	±
	30
	0.0001
	0.0087

	(Firmicutes);g_Anaerotruncus
	2.3
	±
	2.3
	0.5
	±
	0.8
	0.0001
	0.0095
	4.2
	±
	2.9
	3.3
	±
	3.1
	0.3068
	0.9996

	(Firmicutes);g_Ruminococcus
	110.1
	±
	86.9
	44.2
	±
	44.9
	0.0004
	0.028
	269.6
	±
	124.9
	114.1
	±
	51.2
	0.0001
	0.0087

	(Firmicutes);f_[Mogibacteriaceae]
	11
	±
	8.8
	2.9
	±
	3.1
	0.0001
	0.0095
	6.8
	±
	6.3
	14.2
	±
	8.4
	0.0006
	0.0388

	(Firmicutes);f_Erysipelotrichaceae
	11.1
	±
	10.4
	0.9
	±
	1.7
	0.0001
	0.0095
	18.5
	±
	12.3
	3
	±
	4.4
	0.1724
	0.996

	(Proteobacteria);c_Alphaproteobacteria
	4
	±
	4.9
	0.4
	±
	0.9
	0.0002
	0.0151
	0
	±
	0.2
	0.3
	±
	0.8
	0.1588
	0.996

	(Proteobacteria);o_RF32
	0.4
	±
	0.8
	4.9
	±
	9.2
	0.0052
	0.2571
	20
	±
	19.6
	1.9
	±
	2.2
	0.0001
	0.0087

	(Proteobacteria);g_Sutterella
	25.4
	±
	22.1
	1.9
	±
	2.3
	0.0001
	0.0095
	0.5
	±
	1
	0.3
	±
	0.8
	0.454
	0.9998

	(Proteobacteria);f_Desulfovibrionaceae;Other
	0
	±
	0
	1.1
	±
	1.9
	0.0016
	0.0988
	0
	±
	0
	4.1
	±
	3.2
	0.0001
	0.0087

	(Proteobacteria);f_Desulfovibrionaceae
	20.1
	±
	23.2
	57.3
	±
	73.6
	0.0062
	0.2808
	79.6
	±
	50.6
	2528.3
	±
	1364.9
	0.0001
	0.0087

	(Proteobacteria);g_Bilophila
	2.3
	±
	3.7
	0
	±
	0
	0.0015
	0.0957
	274.2
	±
	126.2
	0
	±
	0
	0.0001
	0.0087

	(Proteobacteria);g_Desulfovibrio
	0
	±
	0
	0.4
	±
	1.2
	0.0850
	0.9430
	0
	±
	0
	1.6
	±
	1.3
	0.0001
	0.0087

	(Tenericutes);o_RF39
	36.2
	±
	38.9
	5.8
	±
	9.2
	0.0001
	0.0095
	19.8
	±
	29
	7.8
	±
	6
	0.0291
	0.7847

	(Verrucomicrobia);s_Akkermansia muciniphila
	6.9
	±
	13.4
	280.6
	±
	401.3
	0.0002
	0.0151
	200.5
	±
	459.9
	1212.8
	±
	1324.6
	0.0010
	0.0620



