	
	Control
	Control
	Liraglutide 
	Liraglutide
	GLM ANOVA
	Holm-Sidak

	
	Taconic
	B6NRj
	Taconic
	B6NRj
	
	

	
	Mean ± StDev
	Mean ± StDev
	Mean ± StDev
	Mean ± StDev
	p value
	adjusted p value

	
	N = 16
	N = 19
	N = 15
	N = 20
	Strain
	Treatment
	Strain
	Treatment

	[bookmark: _GoBack]Unassigned;Other
	6.7
	±
	7.2
	11.7
	±
	12.3
	1
	±
	1.4
	5.1
	±
	3.1
	0.0001
	0.0020
	0.0092
	0.1377

	(Bacteroidetes);o_Bacteroidales
	140
	±
	154.5
	218
	±
	144.9
	19.1
	±
	36.3
	191.7
	±
	167.1
	0.0001
	0.0460
	0.0092
	0.9317

	(Bacteroidetes);g_Bacteroides;Other
	9
	±
	9
	0.6
	±
	0.7
	12.9
	±
	9.9
	1.1
	±
	4.2
	0.0001
	0.7100
	0.0092
	1.0000

	(Bacteroidetes);g_Bacteroides
	1967.9
	±
	1032.2
	670.6
	±
	552.4
	1339.2
	±
	1056.3
	909.2
	±
	517.2
	0.0001
	0.4630
	0.0092
	1.0000

	(Bacteroidetes);s_Bacteroides caccae
	4.4
	±
	4.3
	0
	±
	0
	21.3
	±
	16.8
	0
	±
	0
	0.0001
	0.0010
	0.0092
	0.0751

	(Bacteroidetes);s_Bacteroides uniformis
	18.2
	±
	27.9
	0
	±
	0
	27.5
	±
	24.2
	0
	±
	0
	0.0001
	0.3260
	0.0092
	1.0000

	(Bacteroidetes);s_Parabacteroides distasonis
	0
	±
	0
	9.4
	±
	10.5
	0
	±
	0
	22.3
	±
	19.3
	0.0001
	0.0150
	0.0092
	0.6141

	(Bacteroidetes);f_S24-7
	533.1
	±
	296.9
	228.2
	±
	153.7
	491.1
	±
	244.5
	144.9
	±
	71.9
	0.0001
	0.1120
	0.0092
	0.9962

	(Bacteroidetes);g_Odoribacter
	26.3
	±
	39.7
	115.6
	±
	88.5
	8.6
	±
	13.5
	126.6
	±
	79.5
	0.0001
	0.3110
	0.0092
	1.0000

	(Bacteroidetes);g_[Prevotella]
	0
	±
	0
	147.1
	±
	200.1
	0
	±
	0
	79.9
	±
	61.2
	0.0001
	0.8350
	0.0092
	1.0000

	(Firmicutes);f_Enterococcaceae;Other
	0.2
	±
	0.4
	0.4
	±
	0.7
	1.7
	±
	3.4
	4
	±
	3.9
	0.0030
	0.0001
	0.1624
	0.0092

	(Firmicutes);f_Enterococcaceae
	0.1
	±
	0.3
	0.4
	±
	0.5
	2.1
	±
	5.4
	3.4
	±
	2.9
	0.0010
	0.0001
	0.0611
	0.0092

	(Firmicutes);g_Enterococcus
	0.1
	±
	0.3
	0.8
	±
	1.2
	5.4
	±
	11.3
	5.9
	±
	5.4
	0.0040
	0.0001
	0.2042
	0.0092

	(Firmicutes);g_Lactobacillus
	73.1
	±
	65.7
	171
	±
	111.3
	495.1
	±
	168.1
	441.3
	±
	316
	0.4560
	0.0001
	1.0000
	0.0092

	(Firmicutes);s_Lactobacillus reuteri
	4.3
	±
	4.6
	12.4
	±
	9.1
	58.5
	±
	44.3
	33.3
	±
	36.9
	0.8840
	0.0001
	1.0000
	0.0092

	(Firmicutes);o_Clostridiales;Other
	15.1
	±
	55.2
	7.1
	±
	4.4
	330.7
	±
	139
	218.4
	±
	134.7
	0.5900
	0.0001
	1.0000
	0.0092

	(Firmicutes);o_Clostridiales
	2509.4
	±
	838.4
	1544.6
	±
	816
	2690.1
	±
	767.1
	1862.6
	±
	746.9
	0.0001
	0.1760
	0.0092
	0.9994

	(Firmicutes);f_Clostridiaceae
	12
	±
	25.7
	4.4
	±
	6.6
	361.5
	±
	184.1
	178.8
	±
	111.7
	0.0020
	0.0001
	0.1132
	0.0092

	(Firmicutes);g_CandidatusArthromitus
	0.4
	±
	0.8
	1.4
	±
	1.4
	0
	±
	0
	0
	±
	0
	0.0160
	0.0001
	0.5607
	0.0092

	(Firmicutes);g_Clostridium
	0.9
	±
	2.7
	0
	±
	0
	74.7
	±
	55.3
	22.9
	±
	26.6
	0.0001
	0.0001
	0.0092
	0.0092

	(Firmicutes);g_Dehalobacterium
	21.7
	±
	7.3
	33.2
	±
	16
	18.2
	±
	9.8
	35.8
	±
	20.7
	0.0001
	0.5740
	0.0092
	1.0000

	(Firmicutes);g_Coprococcus
	10.7
	±
	11.6
	6.5
	±
	7.5
	25
	±
	12.3
	17.4
	±
	11.2
	0.0240
	0.0001
	0.6959
	0.0092

	(Firmicutes);g_Moryella
	0.4
	±
	1
	5.8
	±
	7.4
	1.5
	±
	3.1
	6.4
	±
	4.1
	0.0001
	0.0830
	0.0092
	0.989

	(Firmicutes);g_Roseburia;Other
	21.6
	±
	16.2
	0.1
	±
	0.2
	8.7
	±
	7.8
	0
	±
	0
	0.0001
	0.0570
	0.0092
	0.9604

	(Firmicutes);g_Roseburia
	14.4
	±
	10.7
	0
	±
	0
	4.9
	±
	5.8
	0
	±
	0
	0.0001
	0.0220
	0.0092
	0.7368

	(Firmicutes);s_Roseburia faecis
	2.7
	±
	2.6
	0
	±
	0
	1.2
	±
	1.2
	0
	±
	0
	0.0001
	0.1750
	0.0092
	0.9994

	(Firmicutes);g_[Ruminococcus];Other
	32
	±
	51.9
	45.7
	±
	120.4
	56.6
	±
	82.2
	1.3
	±
	5.4
	0.0001
	0.9780
	0.0092
	1.0000

	(Firmicutes);f_Ruminococcaceae;Other
	156.1
	±
	57
	75.2
	±
	37.9
	109.1
	±
	51.3
	69.4
	±
	38.9
	0.0001
	0.0360
	0.0092
	0.885

	(Firmicutes);g_Ruminococcus
	187
	±
	87
	125.4
	±
	96.4
	152.3
	±
	63.3
	61.2
	±
	32.1
	0.0001
	0.0020
	0.0092
	0.1377

	(Firmicutes);f_[Mogibacteriaceae]
	6.8
	±
	6.3
	13.7
	±
	12.2
	12.5
	±
	9.6
	27.2
	±
	11.8
	0.0001
	0.0001
	0.0092
	0.0092

	(Firmicutes);g_Allobaculum
	4.8
	±
	17.7
	0.1
	±
	0.2
	333.3
	±
	241.7
	42.1
	±
	55.7
	0.0001
	0.0001
	0.0092
	0.0092

	(Proteobacteria);o_RF32
	16
	±
	11.7
	1.3
	±
	1.9
	20.3
	±
	20.4
	1.2
	±
	2
	0.0001
	0.7630
	0.0092
	1.0000

	(Proteobacteria);f_Desulfovibrionaceae;Other
	0
	±
	0
	7.5
	±
	4.7
	0
	±
	0
	2.5
	±
	1.6
	0.0001
	0.0020
	0.0092
	0.1377

	(Proteobacteria);f_Desulfovibrionaceae
	91.9
	±
	70.4
	2101.7
	±
	937.1
	32.9
	±
	21.8
	825.5
	±
	597.4
	0.0001
	0.0001
	0.0092
	0.0092

	(Proteobacteria);g_Bilophila
	195.6
	±
	129.5
	0
	±
	0
	78
	±
	62.2
	0
	±
	0
	0.0001
	0.0040
	0.0092
	0.2416

	(Proteobacteria);g_Desulfovibrio
	0
	±
	0
	2
	±
	1.7
	0
	±
	0
	0.8
	±
	1.1
	0.0001
	0.0100
	0.0092
	0.4744

	(Proteobacteria);g_Proteus
	0
	±
	0
	1.8
	±
	6.4
	0
	±
	0
	1.6
	±
	3.7
	0.0001
	0.7540
	0.0092
	1.0000

	(Verrucomicrobia);s_Akkermansia muciniphila
	485.9
	±
	717.4
	833.2
	±
	988.2
	347.1
	±
	355.4
	1600.1
	±
	1225.5
	0.0330
	0.1240
	0.7716
	0.9975



