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Fig S1 BTVs alleviates alcohol-induced enteritis at transcriptomic and proteomic levels. 
(A) Heatmap of DEGs enriched in inflammatory response pathway (AISM vs. NS). 
(B) Heatmap of DEGs enriched in inflammatory response pathway (BTVs-H vs. AISM).
(C) GO enrichment of inflammation-associated proteins.
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Fig. S2. BTVs modulates relative abundance of key gut microbiota taxa.
(A) Relative abundances at phylum level: Firmicutes, Bacteroidota, Proteobacteria, and Actinobacteriota. 
(B) Bar chart of genus level abundances (selected taxa). 
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Fig. S3. BTVs induces metabolic reprogramming linked to mitochondrial restoration.
(A) Venn diagram of differential metabolites reversed by BTVs-H across comparisons. 
(B) GO enrichment of mitochondrial-related pathways from proteomics.
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