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Figure S1 . Functional KEGG pathway analysis in first-gestation offspring (G1) ovaries following BP3 exposure. Pathway maps illustrate the molecular impact of BP3 on structural integrity and signaling cascades. Red boxes indicate up-regulated proteins, while blue boxes indicate down-regulated proteins. a) Desmosomal cadherin pathway: showing the inhibition of core structural components, including Desmoplakin (DSP) and Intermediate Filaments (IF). b) Oxytocin signaling pathway: highlighting the targeted up-regulation of the Gq protein node, a key regulator of calcium signaling and follicular function. c) Estrogen signaling pathway: illustrating the activation of membrane-initiated signaling via Gq, suggesting an adaptive response to endocrine disruption. Pathway maps were generated using KEGG pathway maps were generated using the KEGG Mapper–Color tool.


[image: ]
Figure S2. Functional KEGG pathway analysis in F1.P2 ovaries following BP3 exposure. Pathway maps illustrate the molecular impact of BP3 on bioenergetics, proteostasis, and chromatin accessibility. Red boxes indicate up-regulated proteins, while blue boxes indicate down-regulated proteins. a) Oxidative phosphorylation: showing the targeted down-regulation of components in Complex III (7.1.1.8, including QCR2) and Complex V (7.1.2.2, including the Atp5f1a subunit). b) Fatty acid degradation: highlighting the inhibition of the β-oxidation spiral, specifically Acads (1.3.8.1) and Eci1 (5.3.3.8). c) Proteasome pathway: illustrating the suppression of the 19S regulatory particle (RPN9, RPN12) and the PA28γ complex. d) ATP-dependent chromatin remodeling: detailing the expression imbalance within the SWI/SNF complex, characterized by the up-regulation of the catalytic unit BRG1 (Smarca4, A2/4 node) and the systemic loss of the coupling subunit BAF53/ACTL6. Pathway maps were generated using KEGG pathway maps were generated using the KEGG Mapper–Color tool.
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