Supplementary Materials

Supplementary Table S1. IPOW Diagnostics and Weighted Sensitivity Results
	Item
	Result

	Long-term observed / not observed
	146 / 71

	Truncated weight, minimum
	0.611

	Truncated weight, median
	0.960

	Truncated weight, maximum
	1.895

	Effective sample size
	139.1

	IPOW severe contracture: TEI vs DTI
	OR 2.482 (1.074-5.736), P=0.034

	IPOW any contracture: TEI vs DTI
	OR 0.921 (0.424-2.004), P=0.835




[bookmark: OLE_LINK22]Supplementary Table S2. Postoperative Infection Mechanism Model for Clinical Reconstruction Failure
	Variable
	OR
	95% CI
	P value

	Surgical method (TEI vs DTI)
	2.532
	0.294-32.716
	0.396

	Neoadjuvant chemotherapy (yes vs no)
	1.403
	0.175-16.036
	0.748

	Postoperative infection (yes vs no)
	608.161
	110.830-6960.580
	<0.001
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Supplementary Table S3. Exploratory Mechanism Model for Severe Capsular Contracture
	Variable
	OR
	95% CI
	P value

	Surgical method (TEI vs DTI)
	2.274
	0.946-5.524
	0.066

	Neoadjuvant chemotherapy (yes vs no)
	1.271
	0.529-3.106
	0.592

	Postoperative infection (yes vs no)
	8.285
	0.382-1285.414
	0.176

	Breast mesh use (yes vs no)
	0.966
	0.397-2.416
	0.940


Postoperative infection occurs after reconstruction selection and may overlap with the clinical definition of failure. Extremely large or unstable odds ratios should not be interpreted as precise causal effects.

Supplementary Table S4. Comparison of Observed and Non-observed Long-term Patients
	Characteristic
	Not observed (n=71)
	Observed (n=146)
	P value
	SMD

	TEI method
	57 (80.3%)
	53 (36.3%)
	<0.001
	0.997

	Age, mean (SD), years
	39.44 (7.30)
	40.26 (7.19)
	—
	0.114

	BMI, mean (SD), kg/m²
	24.09 (3.49)
	23.86 (3.36)
	—
	0.066

	Right-sided surgery
	43 (60.6%)
	73 (50.0%)
	0.287
	0.238

	Neoadjuvant chemotherapy
	36 (50.7%)
	75 (51.4%)
	1.000
	0.013

	Endoscopic approach
	30 (42.3%)
	60 (41.1%)
	0.854
	0.077

	Breast mesh use
	20 (28.2%)
	88 (60.3%)
	<0.001
	0.683

	Clinical stage
	I 2.8%; II 83.1%; III 14.1%
	I 10.3%; II 71.9%; III 17.8%
	0.101
	0.336

	Molecular subtype
	HER2+ 38.0%; HR+/HER2- 57.7%; TN 4.2%
	HER2+ 30.8%; HR+/HER2- 61.0%; TN 8.2%
	0.381
	0.207












