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Figure 1 Analysis of RcDHD/SDHs transmembrane structure
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Figure 2 Prediction of signal peptides of RcDHD/SDHs
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Figure 3 RcDHD/SDHs secondary structure prediction
Note：A：RcDHD/SDH1；B：RcDHD/SDH3；C：RcDHD/SDH3；D: RcDHD/SDH4
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(A) SignalP-4.1 prediction (euk networks): Sequence (B) SignalP-4.1 prediction (euk networks): Sequence
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