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Table S1. The GenBank accession number for the genome and three housekeeping gene 

(gyrB, rpoB and rpoD) sequences of strain LAMW06T was JAAOJA000000000 and 

the other related strains of genus Pseudomonas used for phylogenetic analysis in this 

study.  

Strain gyrB rpoB rpoD 

Pseudomonas cuatrocienegasensis 1NT HE800475 HE800509 HE800492 

Pseudomonas borbori R-20821T FN554175 FN554730 FN554456 

Pseudomonas neuropathica P155T LR797695 LR797717 LR797658 

Pseudomonas taeanensis MS-3T HE800486 HE800518 HE800502 

Pseudomonas palleroniana LMG 23076T FN554213 FN554747 FN554497 

Pseudomonas piscium P50T LR797684 LR797706 LR797625 

Pseudomonas simiae OLiT FN554227 FN554757 FN554513 

Pseudomonas taetrolens IAM 1653T AB039412 AJ717423 AB039523 

Pseudomonas peli LMG 23201T FN554217 FN554750 FN554501 

Pseudomonas marincola JCM 14761T FN554201 FN554739 FN554483 

Pseudomonas lalucatii R1b-54T LR880910 LR880914 LR880906 

Pseudomonas oleovorans IFO 13583T AB039396 AJ717461 AB039601 

Pseudomonas mendocina ATCC 25411T AJ633103 AJ279967 AJ633567 

Pseudomonas fulva IAM 1529T AB039395 AJ717419 AB039586 

  



Table S2. Comparison of LAMW06T and the other related strains of genus 

Pseudomonas genomes by the Genome-to-Genome Distance Calculator (GGDC) and 

average nucleotide identity (ANI) analysis, and overall characteristics of genomes.  

Strain Accession no. dDDH (%) ANI (%) 

Pseudomonas cuatrocienegasensis 1NT FOFP00000000 24.6 81.5 

Pseudomonas borbori R-20821T FOWX00000000 43.0 90.9 

Pseudomonas neuropathica P155T JACOPX000000000 21.4 76.8 

Pseudomonas taeanensis MS-3T AWSQ00000000 25.9 82.4 

Pseudomonas palleroniana LMG 23076T PYWX00000000 21.4 77.0 

Pseudomonas piscium P50T JACMYF000000000 21.4 76.3 

Pseudomonas simiae OLiT MDFH00000000 21.6 77.2 

Pseudomonas taetrolens IAM 1653T JYLA00000000 21.2 75.9 

Pseudomonas peli LMG 23201T FMTL00000000 24.6 81.1 

Pseudomonas marincola JCM 14761T FPBC00000000 21.7 77.2 

Pseudomonas lalucatii R1b-54T JADPMV000000000 27.3 83.9 

Pseudomonas oleovorans IFO 13583T UGUV00000000 23.8 80.1 

Pseudomonas mendocina ATCC 25411T BBQC00000000 23.2 79.7 

Pseudomonas fulva IAM 1529T BBIQ00000000 21.5 76.4 

 



Fig. S1. Transmission electron micrograph of cell of strain LAMW06T showing the 

single polar flagellum. Bar, 0.5 μm. The strain was incubated on TSA at 30 C for 3 

days.  

 

 



Fig. S2. Maximum-likelihood phylogenetic tree of strain LAMW06T and its relatives 

based on the comparison of the 16S rRNA gene sequences. The sequence of 

Azotobacter chroococcum IAM 12666T was used as outgroup. Genbank accession 

numbers were given in parentheses. Bootstrap values (those above 50 %) are shown as 

percentages of 1000 replicates. Bar, 0.005 substitutions per nucleotide position. 
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Fig. S3. Maximum-parsimony phylogenetic tree of strain LAMW06T and its relatives 

based on the comparison of the 16S rRNA gene sequences. The sequence of 

Azotobacter chroococcum IAM 12666T was used as outgroup. Genbank accession 

numbers were given in parentheses. Bootstrap values (those above 50 %) are shown as 

percentages of 1000 replicates. Bar, 5 substitutions per nucleotide position. 

 

 

 

 

 

 

 Pseudomonas simiae OLiT (AJ936933) 

 Pseudomonas kairouanensis KC12T (LR031357) 

 Pseudomonas nabeulensis E10BT (LR130177) 

 Pseudomonas palleroniana CFBP 4389T (AY091527) 

 Pseudomonas veronii CIP 104663T (AF064460) 

 Pseudomonas brenneri CFML 97-391T (AF268968) 

 Pseudomonas neuropathica P155T (LR797591) 

 Pseudomonas corrugata ATCC 29736T (D84012) 

 Pseudomonas piscium P50T (LR797558) 

 Pseudomonas taetrolens DSM 21104T (JYLA01000019) 

 Pseudomonas versuta L10.10T (CP012676) 

 Pseudomonas psychrophila E-3T (AB041885)  

 Pseudomonas fragi NRRL B-727T (LT629783) 

 Pseudomonas helleri DSM 29165T (JYLD01000033 

 Pseudomonas taeanensis MS-3T (AWSQ01000013) 

 Pseudomonas tumuqiensis LAMW06T (MN503522) 

 Pseudomonas cuatrocienegasensis 1NT (EU791281) 

 Pseudomonas borbori R-20821T (AM114527) 

 Pseudomonas marincola KMM 3042T (AB301071) 

 Pseudomonas daroniae FRB 228T (MK159357) 

 Azotobacter chroococcum LMG 8756T (NR 116305) 

48 
68 

75 

77 

73 

25 

63 

59 

63 

13 

43 

80 

99 

41 

56 

63 

35 

79 



Fig. S4. The polar lipids of strain LAMW06T. DPG, diphosphatidylglycerol; PG, 

phosphatidylglycerol; PE, phosphatidylethanolamine; AL, aminolipid; APL (1-6), 

aminophospholipids; PL (1-6), phospholipids; GL, glycolipid. (A), molybdophosphoric 

acid was used to reveal total polar lipids; (B), ammonium molybdate reagent for 

phospholipids; (C), ninhydrin reagent for aminolipids; (D), a-naphthol reagent for 

glycolipids. 

 

 



Gene sequences (gyrB, rpoB, rpoD) form Pseudomonas tumuqiensis LAMKW06T 

(accession number JAAOJA000000000) 

> gyrB of LAMW06T 

TTGAAAGGCCTGGATGCCGTACGCAAGCGACCTGGCATGTACATCGGCGATACCGATGATGGCAGCGG

TCTGCACCACATGGTATTCGAGGTGGTCGACAACTCGATTGACGAGGCTCTGGCGGGGCATTGCAGCG

ACATCACCATCACCATCCACCCGGATGAATCCATCAGCGTGAGCGACAACGGTCGTGGCATTCCGGTG

GATATCCATAAAGAGGAAGGTGTTTCCGCTGCCGAGGTCATCATGACCGTGCTGCACGCCGGCGGTAA

GTTCGATGACAACTCCTACAAGGTCTCCGGCGGCCTGCACGGCGTAGGTGTCTCGGTGGTCAACGCCC

TTTCCGAGCACCTGCTGCTCACCGTGCGTCGCAGTGGCCACATCTGGGAGCAGACCTATGTGCATGGC

GTGCCCCAAGAACCCATGCGCATCGTTGGCGACTCCGACAGCACGGGCACCCAGATTCACTTCAAGC

CGTCCTCGGAAACCTTCGCCAATATCCACTTCAACTGGGACATTCTGGCCAAGCGTCTGCGCGAACTG

TCGTTCCTCAACTCGGGCGTCGGCATCGTGCTCAAGGACGAGCGTAGCGGTAAGGAAGAGCTGTTCA

AGTATGAAGGTGGCCTGCGCGCCTTCGTCGAATACCTCAACCTCAACAAGACCGCGGTCAATCAGGTG

TTTCACTTCAACATCCAGCGTGAGGATGGCATCGGTGTCGAAGTGGCCTTGCAGTGGAACGACAGCTT

CAACGAGAACCTGCTGTGCTTCACCAACAACATCCCGCAGCGCGATGGTGGCACCCACCTGGCCGGT

TTCCGCTCGGCGCTGACGCGTAACCTGAACGCCTATATCGAGCAGGAAGGTCTGGCCAAGAAACACA

AGATTGCCACCACCGGCGACGATGCCCGTGAAGGCTTGACCGCGATTATTTCGGTGAAAGTGCCGGAC

CCCAAGTTCAGCTCGCAGACCAAGGACAAGCTGGTTTCCTCCGAAGTGAAAACCGCGGTCGAGCAG

GAAATGGGCAAGCACTTCTCCGACTTCCTGCTGGAGAACCCGGGCGAAGCCAAGGCCGTGGTCGGCA

AGATGATCGACGCCGCCCGCGCCCGTGAAGCCGCGCGCAAAGCCCGGGAAATGACCCGCCGTAAGGG

CGCGCTGGATATCGCCGGCCTGCCCGGCAAACTGGCCGACTGCCAGGAAAAGGACCCTGCCCTTTCC

GAACTCTACATAGTGGAAGGGGACTCCGCGGGCGGTTCTGCCAAGCAGGGCCGCAACCGCAAGACCC

AGGCGATCTTGCCGCTCAAGGGCAAGATCCTCAACGTCGAGAAAGCCCGCTTCGACAAGATGATTTCC

TCCCAGGAAGTCGGCACCCTGATCACCGCGCTCGGTTGTGGTATCGGCCGCGATGAGTACAACATCGA

CAAGCTGCGCTATCACAACATCATCATCATGACCGACGCCGACGTCGACGGTTCGCACATCCGTACCCT

GCTGCTGACCTTCTTCTTCCGGCAGTTGCCGGAACTGGTCGAGCGCGGTTACATCTATATCGCCCAGCC

GCCGCTGTACAAGGTCAAGAAAGGCAAGCAGGAGCAATACATCAAGGACGACGAGGCCATGGAGGA

ATACATGACCCAGTCGGCCCTGGAAGACGCCAGCCTGCACGTCAACGAAAGCGCACCCGGCCTGTCC

GGCGCGGCGCTGGAGCGGCTGGTCAACGACTACCGTCTGGTGATGAAGACCCTCAATCGCCTGTCGC

GCCTGTACCCGATCGAACTGACCGAACATTTCGTCTACATTCCGCGCGTCAGCAGCGAACAGCTGGCG

GACAAGGATGCCGTGCAAGCCTGGTTGGGCCTGCTCGATGCCCGTCTGAAAGGCATGGAGAAGTCCG

GTCTGGTGTACAAGACCAGCCTGCACGAAGACCAGGAGCGTCACCTCTGGCTACCGCAGGTCGAACT

GATTTCCCACGGGGTCTCCAGCTACATCACCTTCAACCGCGACTTCTTCGCCAGCAACGACTACAAGA

CAGTCACCAGCCTGGGCGACCAACTGAACAGCCTGCTGGAAGAAGGCGCCTACGTGCAGCGTGGCG

AGCGCAAGAAGGCCGTTACCACCTTCAAGGACGCCCTGGGCTGGTTGATGAGCGAAAGCACCAAGCG

CCATAGCATTCAGCGCTACAAGGGACTCGGTGAAATGAACCCGAACCAGCTGTGGGAAACCACCATG

GACCCCGAAGTACGGCGTATGCTCAAAGTGACGATCGAGGACGCCATTGGTGCGGATCAGATCTTCAA

CACCCTGATGGGCGACGCCGTAGAGCCGCGCCGGGAATTCATCGAGGCCAACGCTCTGGCGGTGTCT

AACCTGGACTTCTGA 

> rpoB of LAMW06T 

TTGCCGGATGTCATGGATGTGCCTTATCTCCTGGCCATCCAGCTGGATTCGTATCGCGAATTCCTGCAGG

CAGGAGCGACCAAGGACCAGTTTCGTGACATCGGCCTGCATGCGGCCTTCAAGTCCGTTTTCCCGATC

ATCAGCTACTCCGGCAATGCGGCCCTGGAGTACGTTGGTTATCGCTTGGGCGATCCGGCATTTGACGTA

AAAGAGTGCGTGTTGCGCGGCGTCACATTCGCCGTGCCGCTGCGGGTAAAAGTGCGCCTGATCATTTT

CGACAAAGAATCGTCGAACAAAGCGATCAAGGACATTAAAGAGCAAGAAGTTTACATGGGGGAAATC

CCCCTGATGACCGAGAACGGTACCTTCGTTATCAACGGTACCGAGCGCGTCATTGTCTCCCAGTTGCAT

CGCTCCCCAGGCGTGTTCTTCGATCACGATCGTGGCAAGACCCACAGCTCGGGCAAGCTACTGTACTC

CGCGCGGATCATTCCTTACCGCGGCTCTTGGCTGGACTTCGAGTTCGATCCGAAGGACGCCGTGTTCG

TGCGTATCGACCGTCGCCGCAAGCTGCCGGCCTCGGTGCTGCTGCGCGCCCTGGGTTACAGCACTGAA

GAGGTGCTCGACGCCTTCTATGCGACCAACGTATTCCATGTGAAGGGCGAAACCCTCAGCCTGGAACT

GGTACCGCATCGCCTGCGTGGTGAAATCGCCGTTCTCGACATCAAGGACGAGAAGGGCAAGATCATCG

TTGAGCAGGGTCGCCGGATTACCGCGCGCCATATCAATCAGCTAGACAAGGCCGGTACCAAAGAACTG

GAAGTGCCGATCGATTACCTGATCGGGCGCACCAGTGCCAAGGCCATCGTCCATCCGTCGACTGGCGA

AATCATCGCCGAGTGCAATACCGAGCTGAACGTCGAGATCCTGGCCAAGGTGGTCAAGGCTCAGGTT



GTGCGCATCGAAACGCTGTACACCAACGATATTGATTGCGGCCCGTTCATCTCCGACACCCTGAAGATC

GACAGCACGACCAATCAGTTGGAAGCGCTGGTCGAGATCTACCGCATGATGCGTCCTGGCGAGCCGC

CAACCAAGGATGCCGCCGAGACCCTGTTCAACAACCTGTTCTTCAGTCCTGAGCGTTACGACCTCTCT

GCCGTAGGCCGGATGAAGTTCAACCGTCGTATCGGTCGTACCGAAATCGAAGGTTCGGGCGTGTTGTG

CAAGGAAGATATCGTTGCGGTCCTCAAGACCCTGGTCGATATCCGTAACGGCAAGGGCATCGTCGACG

ACATCGACCACCTGGGTAACCGCCGCGTTCGCTGCGTCGGCGAGATGGCCGAGAACCAGTTCCGTGT

CGGCCTGGTACGCGTCGAGCGCGCGGTCAAAGAGCGCTTGTCGATGGCCGAAAGCGAAGGCCTGATG

CCGCAGGACCTGATCAACGCCAAGCCGGTTGCGGCGGCGGTGAAAGAATTCTTCGGTTCCAGCCAGC

TTTCGCAGTTCATGGACCAGAACAACCCGCTTTCCGAGATCACCCACAAGCGCCGTGTTTCGGCTCTT

GGCCCGGGCGGTCTGACCCGTGAACGTGCCGGCTTCGAAGTCCGTGACGTACACCCGACCCATTACG

GCCGTGTGTGCCCGATCGAAACGCCGGAAGGTCCGAACATCGGTCTGATCAACTCCCTGGCGGCCTAT

GCGCGCACCAACCAGTACGGTTTCCTCGAGAGCCCGTACCGTGTAGTGAACGACACCCTGGTGACTG

ACGAAATCGTCTTCCTCTCGGCAATCGAAGAGGCCGATCACGTGATCGCCCAGGCTTCGGCCACGATG

AACGAGAAAGGTCAGTTGGTCGATGAGTTGGTGGCCGTGCGTCACCTCAACGAATTCACCGTCAAGG

CGCCGGAAGACGTCACCCTGATGGACGTCTCGCCCAAGCAGGTGGTTTCGGTTGCAGCGTCGCTGATT

CCGTTCCTCGAGCACGACGACGCCAACCGTGCGTTGATGGGTTCGAACATGCAGCGTCAGGCAGTAC

CGACCCTGCGTTGTGACAAGCCGCTGGTCGGCACCGGTATGGAGCGCAACGTAGCGCGCGACTCCGG

CGTTTGCGTGGTCGCCCGTCGCGGCGGGGTGATCGACTCGGTCGACGCCAGCCGTATCGTGGTGCGGG

TTAACAATGACGAAGTTGAAACCGGTGAAGCCGGTGTCGACATTTATAACCTGACCAAGTACACCCGC

TCCAACCAGAACACCTGCATCAATCAGCGTCCGTTGGTGAGCAAGGGTGATCAGGTCGAGCGCAGCG

ACATCCTGGCCGACGGTCCGTCCACCGACATGGGTGAACTGGCGCTGGGTCAGAACATGCGCGTCGC

GTTCATGCCGTGGAACGGTTACAACTTCGAAGACTCCATCCTCCTCTCGGAGCGTGTGGTTCAGGAAG

ACCGTTTCACCACCATCCACATCCAGGAACTGACCTGTGTGGCGCGTGACACCAAGCTCGGGCCGGA

GGAGATCAGCTCCGACATCCCGAACGTCGGTGAGGCTGCCCTGAACAAGCTGGACGAAGCGGGCATC

GTCTACGTCGGTGCCGAAGTGGGTGCCGGCGACATCCTGGTCGGCAAGGTCACCCCGAAAGGCGAGA

CCCAACTGACTCCGGAAGAGAAGCTGTTGCGTGCGATCTTCGGTGAGAAGGCGTCCGATGTTAAGGA

CACCTCCCTGCGCGTGCCGACCGGCACCAAGGGTACCGTTATCGACGTACAGGTCTTCACCCGCGACG

GCGTAGAGCGTGATGCTCGTGCTCTGTCGATCGAGAAGAGCCAGCTCGACGAGATCCGCAAGGACCT

CAACGAAGAGTTCCGCATTGTCGAAGGTGCCACTTTCGAACGTCTGCGTGCAGCTCTGGTCGGCAAG

AAGGCCGAAGGCGGCGCTGGCCTGAAGAAGGGCGCTGAGATCACCGACGAGTTCCTTGACGGCCTC

GAGCGCGGTCAGTGGTTCAAGCTGCGCATGGCCGACGACGCGCTGAACGAGCAGTTGGAAAAGGCC

CAGGCCTACATCTCCGACCGCCGTCAGCTGCTCGACGACAAGTTCGAAGACAAGAAGCGCAAGCTGC

AACAGGGCGATGACCTGGCGCCGGGCGTGCTGAAGATCGTCAAGGTCTACCTGGCAATCCGTCGTCG

CATCCAGCCGGGCGACAAGATGGCCGGTCGTCACGGTAACAAGGGTGTGGTCTCGGTGATCATGCCG

GTCGAAGACATGCCGCACGACGTCAACGGCACGCCGGTCGACATCGTCCTCAACCCGCTGGGCGTAC

CGTCACGGATGAACGTTGGGCAGATCCTCGAAACCCACCTGGGCCTCGCGGCCAAAGGGCTGGGTGA

GAAGATCAACCGCATGCTCGAAGAGCAGCGCAAGGTCTCCGAGCTGCGCAAGTTCATGCAGCAGATC

TACAACGAGATCGGTGGTCGTCAGGAAAATCTGGATGAACTGAGCGATCAGGAAATCCTCAACCTGG

CGAAGAACCTGCGCGGCGGCGTGCCGATGGCCACTCCGGTGTTCGACGGTGCCAAGGAAAGCGAAAT

CAAGGCCATGCTCAAGCTGGCAGACCTGCCGGAGAGCGGCCAGATGCGTCTGATCGACGGCCGGACT

GGTAACCAGTTCGAGCGTCCGACCACCGTTGGCTACATGTACATGCTGAAACTGAACCACCTGGTGGA

CGACAAGATGCACGCGCGTTCCACGGGTTCCTACAGCCTGGTTACCCAGCAGCCGCTGGGTGGTAAG

GCGCAGTTCGGTGGTCAGCGCTTCGGTGAGATGGAGGTCTGGGCACTGGAAGCCTACGGCGCCGCCT

ACACCCTGCAGGAAATGCTGACCGTGAAGTCGGACGACGTGAACGGCCGTACCAAGATGTACAAAAA

CATCGTGGACGGTGATCACCGTATGGAGCCGGGCATGCCCGAGTCCTTCAACGTACTGATCAAAGAGA

TCCGTTCGCTGGGTATCGACATCGATCTGGAAACCGAATAA 

> rpoD of LAMW06T  

TTGATCACCCTTGGTCGTGAGCAGGGCTACCTGACTTACGCGGAGGTCAACGACCACCTGCCGGAGG

ATATTTCAGATCCGGAACAGGTGGAAGACATCATCCGCATGATCAACGACATGGGGATCAACGTATTCG

AGGTTGCGCCAGATAAGGATTCTCTTATGCTGGCCGACGCCGATACCGACGAAGCGGCTGCGGAAGA

AGCAGCGGCTGCGTTGGCAGCGGTCGAGACCGACATTGGCCGTACTACGGACCCGGTGCGCATGTAC

ATGCGCGAAATGGGCACAGTGGAACTGCTGACCCGCGAAGGCGAAATCGAAATCGCCAAGCGTATCG

AAGAGGGTATCCGTGAAGTCATGGGCGCTATTGCCCACTTCCCTGGCACCGTCGACAGCATCCTCGCC

GAATACACCCGCGTGACCACCGAAGGTGGTCGCCTGGTTGAAGTCCTCAATGGCTATATCGACCCGGA

CGACGGCAGTGTTCCTGCCGAAGCCGCCGCGCCGGTGCCGGTCAAAGACGGCACCGCCGCCGATGCC

GGTGACGACAAGGAAGAGGAAGAGGACGACGCCGAAGAGGAAGAAGAAGGCGACGGCGGTCCGGA

TCCGGAAGAAGCCCTGCGCCGCTTCACCGCGATCTCCGAACAAATGGAGATCGCCAAGAAGACGCTG



AAGAAGCATGGTCGCGGCAGCAAGCAAGGCATCGCCGAGCTGAAAGCCCTGGCTGAGCTGTTCATGC

CGATCAAGCTGGTGCCCAAGCAGTATGAAGCGCTGGTGGTTCGTGTGCGTGGCGCCCTGGAGCGCCT

GCGCGCTCAAGAACGCGCCATCATGCAACTCTGCGTGCGTGATGCACGGATGCCGCGCGCCGACTTCC

TGCGCCTGTTCCCGGGCAATGAAATCGATGCCACCTGGTCCGAGCAACTGGCCAAGGGCAAAGCCAA

GTACGCCGAGGCCATCGGCGGTCTGCAAGTCGACATCCAGCGCTGCCAGCAGAAGCTTGCCGCGCTG

CAAACCGAGTGCGACCTGACCCTGGCCGAGATCAAGGACATCAACCGGCGCATGTCGATCGGCGAGG

CCAAGGCCCGTCGCGCGAAGAAAGAAATGGTTGAAGCCAACCTGCGTCTGGTGATCTCGATCGCCAA

GAAGTACACCAACCGCGGCCTGCAATTCCTCGATCTGATCCAGGAAGGCAACATCGGCCTGATGAAG

GCGGTGGACAAGTTCGAATACCGTCGCGGCTACAAGTTCTCGACCTATGCCACCTGGTGGATCCGTCA

GGCGATCACTCGCTCGATTGCCGACCAGGCCCGCACCATCCGTATTCCGGTGCACATGATCGAGACGA

TCAACAAGCTCAACCGTATCTCCCGGCAGATGTTGCAGGAGATGGGTCGCGAACCGACCCCGGAAGA

GCTGGGTGAACGCATGGAAATGCCTGAGGACAAGATCCGCAAGGTATTGAAGATCGCCAAAGAGCCA

ATCTCCATGGAGACCCCAATCGGCGACGACGAAGATTCGCACCTGGGCGACTTCATCGAGGACTCCAC

CATGCAATCGCCGATCGACGTGGCGACCGTGGAAAGCCTCAAGGAAGCCACCCGCGAAGTACTGGCC

GGCCTCACCGCACGTGAAGCCAAGGTACTGCGCATGCGTTTCGGCATCGACATGAACACCGACCACA

CCCTCGAGGAGGTTGGTAAACAGTTCGATGTAACGCGTGAGCGGATTCGTCAGATCGAGGCCAAGGC

GCTACGCAAGTTGCGCCACCCGACGCGAAGCGAGCATCTACGCTCCTTCCTCGACGAGTAA 

 

 


