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Sample size calculation was based on 1. effect size (the difference between the mean of two groups), 2. the standard deviation or standard
error of the mean variability within the sample and 3. the decision of direction of effect (two tailed for all experiments performed).

No data were excluded from the analysis.

All experiments were reproduced > 3 times (biological replicates) and in multiple technical replicates (at least 3 technical replicates).

Samples were allocated to experimental groups according to genotypes or treatments.

Investigators were not blinded to group allocations for all experiments performed in this work. This is due to the fact that the animal models
used in this work have obvious phenotypes.

Antibodies against: LC3 (C-9, WB:1:500, IF: 1:500), Ercc1 (D-10, WB:1:500, IF: 1:50), LaminB1 (ab16048, WB:1:1000), p62 (SQSTM1,
MBLPM045, WB:1:5000, IF:1:1000) and goat anti-rat IgG-CFL 647 (sc-362293, IF: 1:500) were from Santa Cruz Biotechnology. "-H2A.X
(05-636, IF: 1:12000) and pATM (05–740, IF: 1:100) were from Millipore. b-tubulin (ab6046, WB:1:1000), "-H2A.X (ab22551, WB:
1:1000), Ercc1 (ab129267, IF: 1:150) and calbindin (ab108404, IF: 1:150) were from Abcam. Alix (#2171, WB: 1:500), pSTING (#72971,
WB: 1:1000), STING (136475, WB: 1:1000), CD81 (10037, WB: 1:1000) and Cleaved Caspase-3 (#9661, IF-IC: 1:300, IHC-F: 1:200) were
from Cell Signaling Technology. Calbindin (C9848, IF: 1:500) was from Sigma Aldrich. CD45 (H5A5, IF: 1:200) and Mac1
(M1/70.15.11.5.2, IF: 1:200) were from Developmental Studies Hybridoma Bank (DSHB). PKH67 Green Fluorescent Cell Linker Midi Kit
(MIDI67) was from Sigma Aldrich. NeuN (26975-1-Ap, IF: 1:50-1:500) was from Proteintech. MBP1 (IF: 1:200) was from Serotec.
Fluoromyelin (F34652, IF: 1:300) was from Molecular probes. !-adaptin gr(PA1-1066, WB, IF: 2#gr/ml), Goat anti-Mouse IgG (H+L)
Cross-Adsorbed Secondary Antibody, Alexa Fluor 488 (A-11001, IF: 1:500), Goat anti-Mouse IgG (H+L) Cross-Adsorbed Secondary
Antibody, Alexa Fluor 555 (A-21422, IF:1:500), Donkey anti-Rabbit IgG (H+L) Highly Cross-Adsorbed Secondary Antibody, Alexa Fluor
488 (A-21206, IF:1:500), Goat anti-Rabbit IgG (H+L) Highly Cross-Adsorbed Secondary Antibody, Alexa Fluor 555 (A-27039, IF:1:500)
and DAPI (62247, IF:1:500) were from ThermoFisher/Invitrogen.

The validation of all primary antibodies was based on available references in the manuscript and information provided on the
manufacturer website and associated literature.

All primary cells were derived from NER mutant or wild-type animal models (as indicated in the manuscript).




