Table 1: Comparison of Traditional and Molecular Ages Estimation Models
	Method
	Sample Type
	Principle
	Advantages
	Limitations
	Accuracy

	Morphological
	Bone, Teeth
	Skeletal development
	Simple
	Requires remains
	Moderate

	Histological
	Bone
	Osteon counting
	Useful in adults
	Destructive
	Moderate

	Telomere Length
	Blood
	Telomere   shortening
	Molecular marker
	High variability
	Low

	DNA Methylation
	Biological Samples
	CpG methylation
	High accuracy
	Costly
	High

	miRNA Profiling
	Biological Samples
	Age-related expression changes
	Stable in degraded samples
	Limited validation
	Emerging
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Morphological  Bone, Teeth  Skeletal  development  Simple  Requires  remains  Moderate  

Histological  Bone  Osteon  counting  Useful  in  adults  Destructive  Moderate  

Telomere  Length  Blood  Telomere    shortening  Molecular  marker  High  variability  Low  

DNA  Methylation  Biological  Samples  CpG  methylation  High accuracy  Costly  High  

miRNA  Profiling  Biological  Samples  Age - related  expression  chang es  Stable in  degraded  samples  Limited  validation  Emerging  

 

