Table S1 Distribution of hsp60 clusters among ESBL-positive and ESBL-negative ECC isolates
	Assigned cluster or species
	Total ECC, n (%)
	ESBL-positive ECC, n (%)
	ESBL-negative ECC, n (%)
	Overall P value¹
	Exploratory P value²

	Cluster I / E. asburiae
	5 (7.8)
	2 (9.5)
	3 (7.0)
	0.003
	1.000 

	Cluster II / E. kobei
	12 (18.8)
	1 (4.8)
	11 (25.6)
	
	0.084 

	Cluster III / E. hormaechei subsp. hoffmannii
	2 (3.1)
	2 (9.5)
	0 (0.0)
	
	0.104 

	Cluster IV / E. roggenkampii
	9 (14.1)
	0 (0.0)
	9 (20.9)
	
	0.025 

	Cluster V / E. ludwigii
	2 (3.1)
	0 (0.0)
	2 (4.7)
	
	1.000 

	Cluster VI / E. hormaechei subsp. oharae
	15 (23.4)
	9 (42.9)
	6 (14.0)
	
	0.025 

	Cluster VII / E. hormaechei subsp. hormaechei
	5 (7.8)
	1 (4.8)
	4 (9.3)
	
	1.000 

	Cluster VIII / E. hormaechei subsp. steigerwaltii
	10 (15.6)
	3 (14.3)
	7 (16.3)
	
	1.000 

	Cluster XI / E. cloacae subsp. cloacae
	2 (3.1)
	1 (4.8)
	1 (2.3)
	
	1.000 

	Cluster XII / E. cloacae subsp. dissolvens
	1 (1.6)
	1 (4.8)
	0 (0.0)
	
	0.328 

	Cluster XIII / E. cloacae-related lineage
	1 (1.6)
	1 (4.8)
	0 (0.0)
	
	0.328 


Note: Data are presented as n (%). Percentages in the ESBL-positive and ESBL-negative columns were calculated using 21 and 43 isolates as denominators, respectively.
¹ Overall cluster distribution was compared using the Fisher–Freeman–Halton exact test with a Monte Carlo procedure.
² Exploratory P values were calculated using two-sided Fisher’s exact tests by comparing each cluster with all other clusters combined.
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