
Supplementary Information
Figure S1. Sample-based rarefaction curves showing OTU richness as a function of sequencing depth (reads per sample) for ectomycorrhizal (EM) and arbuscular mycorrhizal (AM) fungal communities under Quercus macrocarpa. Each line represents an individual soil sample. 
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Figure S2. Relationship between mean relative abundance (x-axis, log scale) and occupancy (number of samples in which an OTU occurred; y-axis) for ectomycorrhizal (EM) and arbuscular mycorrhizal (AM) fungal OTUs. Each point is an OTU, colored by core versus non-core status; core OTUs are labeled by taxonomy (AM fungal OTUs by genus with a virtual taxon [VTX] identifier).
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Figure S3. Site-level aridity index plotted against latitude (°N) for the 29 sampling sites. Each point represents a site; the blue line shows the ordinary least-squares fit with the shaded band denoting the 95% confidence interval (Pearson's r = 0.437).
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