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	Base Deletion (bp)
	Base Substitution (bp)
	Total (bp)

	trnKUUU
	25
	10
	35

	rps16–trnQUUG
	40
	18
	58

	trnSGCU–trnGUCC
	131
	5
	136

	trnGUCC–trnRUCU
	21
	10
	31

	rpoB–petN
	302
	5
	307

	petN–psbM
	69
	4
	73

	psbZ–trnGGCC
	5
	0
	5

	psaA–ycf3
	4
	4
	8

	rps4–trnTUGU
	55
	3
	58

	clpP1 intron
	12
	8
	20

	psbT–psbN
	5
	0
	5

	petD intron
	13
	3
	16

	trnRACG–trnNGUU
	152
	1
	153

	middle region of ycf1
	75
	32
	107

	trnNGUU–trnRACG
	152
	1
	153

	Total (bp)
	1,061
	104
	1,165
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