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Fig. S4 PAGE for GO terms. A Celular component, B Molecular function and C Biological Process. Heatmap showing TFDex for enriched terms: Plant epidermis

development (GO:0090558 ), response to osmotic stress (GO:0006970 ) and hormone-mediated signaling pathway (GO:0009755) between Ouro and Estilo cultivar in
the differents contrast
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