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Temporal trajectories 
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Temporal trajectories - Other Scores 
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Temporal trajectories - Other Scores 
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Bayesian adaptive model: Erythrocytes
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Bayesian adaptive model: Ret-Hb of RBC-Hb (%)
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Model Screening
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OFF-hr & Erythrocytes-Hb (g∙L¯¹) vs. Sampling Time
Control Transfusion
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