Supplement 7 Model D Nominal Logistic

Nominal Logistic Fit for Clean/Transfused

Effect Summary
Source Logworth PValue
Erythrocytes-Hb (gL ™) 3010 000098
Reticulocytes/Erythrocytes (%o) 1128 0.07448
Erythrocytes-MCV (fL) 0177] 066461
Converged in Gradient, 4 iterations
Whole Model Test
Model  -Loglikelihood DF ChiSquare Prob>Chisq
Difference 922393 3 1844787 0.0004*
Full 11635642
Reduced 125.58036
RSquare (U) 00735
AlCc 240931
BIC 253,659
Observations (or Sum Wgts) 188
Fit Details
Measure Training Validation Definition
Entropy RSquare 00735 03413 1-Loglike(model)/Loglike(0)
Generalized RSquare 01268 0.4903 (1-(L(O)/L(model))(2/m)/(1-L(0)*(2/m)
Mean -Log p 0.6189 0.4216 3 -Log(p(jli/n
RASE 04666 0.3580 ¥ S(ylil-oli)¥/n
Mean Abs Dev 04333 03223 3 |yfil-pliln
Misclassification Rate 03989 01385 3 (p{jl#pMax)/n
188 65 n
Lack Of Fit
Source DF -LogLikelihood ~ ChiSquare
lackOfFit 176 11219754 2243951
Saturated 179 415888 Prob>Chisq
Fitted 3 116.35642 0.0080*
Parameter Estimates
Term Estimate  Std Error  ChiSquare  Prob>Chisq
Intercept -14.105374 50930481 767 00056*
Erythrocytes-Hb (L") 007556381 0.0229179 10.87 00010+
Reticulocytes/Erythrocytes (%) 0.09725436 0.0545259 318 00745
Erythrocytes-MCV (fL) 006419005 0.148056 019 06646
Forlog odds of Transfused/Clean
Covariance of Estimates
Cov
Intercept -Hb (g17) (%o) MCV (fL)
Intercept 25939 -0.061 0029 0579
Erythrocytes-Hb (gL ™) -0061 00005 -0.000 -0000
Reticulocytes/Erythrocytes (%) 0029 -0.000 00030 -0000
Erythrocytes-MCV (fl) 0579 -0.000 -0.000 00219
Effect Wald Tests
Wald
Source Nparm  DF  ChiSquare Prob>Chisq
Erythrocytes-Hb (g:L™") 1 1108712532 0.0010*
Reticulocytes/Erythrocytes (%o) 1 1318135292 00745
Erythrocytes-MCV (fL) 1 1018796786 06646
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Nominal Logistic Fit for Clean/Transfused

Decision Thresholds
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Metrics
Method ™ FN PP Accuracy  F1 MCC
Fit Nominal Logistic e o 73 0 1.0000 0.0000 06117 06117 0.7591
Where Clean is considered Positive. Probability Threshold: 0.010
Validation
B Clean| DO DO Predicted Rates
£ Fit Nominal logisti . R Method Actual  Transfused Clean Transfused Clean
= renstused] ; — ] - ; ; i . . | - Fit Nominal Logistic Clean 0 @ 0000 1.000
0 010 020 030 040 050 060 070 080 090 100 40 20 0 20 40 Transfused o 22 0000 1.000

Fitted Probability for Clean Transfused — Counts — Clean




Supplement 7 Model D Nominal Logistic

Nominal Logi:

ic Fit for Clean/Transfused

Decision Thresholds

Validation
Graphs

False Classi

ification by Threshold

3 31 3 08q
] . < o064
5 209 g
£ G 04
< 109 El
E £ o024
T T T T T T T T T T T 0 T T T T T T T T T T
0 010 02 030 040 050 060 070 080 090 100 010 020 030 040 050 060 070 080 090 1.00
Probability Threshold for Clean Probability Threshold for Clean
False Classification by Portion
€ ]
3 ] 2
g £
g 204 3
g 109 Kl
< s
T T T T T T T T T T T T T T T T T T T T T T
0 010 020 030 040 050 060 070 080 090 100 0 010 020 030 040 050 060 070 080 090 100
Portion of Population for Clean Portion of Population for Clean
True Classification by Threshold
104
08+
£ K
3 5 06
3 2 044
= £
02 N
. oo
T T T T T T T T T T T T T T T T T T T T T T
0 010 02 030 040 050 060 070 080 090 100 0 010 020 030 040 050 060 070 080 090 100
Probability Threshold for Clean Probability Threshold for Clean
True Classification by Portion
H s
g H
3 2
2 S
——————————T——T———————— ——————T————T——T———T——T————7
0 010 020 030 040 050 060 070 080 090 100 0 010 020 030 040 050 060 070 080 090 100
Portion of Population for Clean Portion of Population for Clean
Metrics
Method TP FN PP Accuracy  F1 MCC
Fit Nominal Logistic 43~ 0 22 0 1.0000 0.0000 06615 06615 0.7963

Where Clean is considered Positive. Probability Threshold: 0.010
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