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Supplementary table S1. Example of the measurement schedule for a patient recruited on April 2.
	Day

	D1 (R)
	D2
	D3
	D4
	D5
	D7
	D14
	D21

	2-abr
	3-abr
	4-abr
	5-abr
	6-abr
	8-abr
	15-abr
	22-abr

	S1-M1
	S1-M4
	S1-M7
	 
	S4-M1
	S5-M1
	S6-M1
	 S7-M1

	S1-M2
	S1-M5
	S1-M8
	
	
	
	
	 

	S1-M3
	S1-M6
	S1-M9
	
	
	
	
	 

	 
	S2-M1
	S2-M4
	S2-M7
	
	
	
	 

	 
	S2-M2
	S2-M5
	S2-M8
	
	
	
	 

	 
	S2-M3
	S2-M6
	S2-M9
	
	
	
	 

	 
	 
	S3-M1
	
	
	
	
	 

	 
	 
	S3-M2
	
	
	
	
	 

	 
	 
	S3-M3
	 
	 
	 
	 
	 


R: Recruitment. Dx: consecutive days after recruitment. S: sample collected from the patient. M: Measurements (M1–M9) correspond to consecutive time points acquired every 4 hours from the same sample, spanning multiple days after collection. 











Supplementary table S2. Training configuration of the concentration estimation and cell-size classification models
	Model
	Training data 
(cells/µL)
	Architecture
	Batch size
	Optimizer
	Learning rate
	Weight decay
	Loss 
	Epochs

	Concentration estimation

	Initial model
	0-4000
	ResNet18
	64
	Adam 
(with scheduler)
	5e−5 to 1e−2
	1e-5
	MAE
	55

	Lower range model
	0-200
	MobileNetV3
	64
	Adam 
(with scheduler)
	5e−5 to 1e−2
	1e-5
	MAE
	40

	Upper range model
	100-4000
	ResNet18
	64
	Adam 
(with scheduler)
	5e−5 to 1e−2
	1e-5
	MSE
	100

	Cell-size classification

	Pre-training
	Laboratory-generated
	ResNet18
	64
	Adam
	5e-5
	1e-4
	CE
	20

	Fine-tuning
	Clinical
	ResNet18
	64
	Adam
	1e-6
	1e-6
	CE
	13


MAE: mean absolute error; MSE: mean squared error; CE: cross-entropy loss.














Supplementary Table S3.  Baseline clinical characteristics of included patient
	PATIENT
	SEX
	AGE
	WBC COUNT (CELLS/ΜL), DAY 1
	PMNS (%), DAY 1
	PATHOGEN
	TREATMENT
	PD MODALITY 
	OUTCOME

	CST1
	M
	69
	6708
	90
	Pseudomonas aeruginosa
	Vancomycin + Gentamicin
	APD
	Catheter removal (poor clinical course)

	CST2
	M
	79
	2344
	58
	Streptococcus mitis (viridans group)
	Vancomycin + Gentamicin
	 APD
	Resolution of infection

	CST3
	M
	76
	1582
	90
	Coagulase-negative Staphylococcus (S. epidermidis)
	Vancomycin + Gentamicin + Cefazolin
	CAPD
	Resolution of infection

	HCB1
	M
	54
	6100
	71
	Coagulase-negative Staphylococcus (S. epidermidis)
	Vancomycin + Tobramycin + Fluconazole
	APD (changes)
	Resolution of infection

	HDM2
	M
	67
	4543
	83
	Coagulase-negative Staphylococcus (S. epidermidis)
	Vancomycin + Ceftazidime + 
Fluconazole
	APD
	Resolution of infection

	HDM3
	M
	86
	112
	42
	Coagulase-negative Staphylococcus (S. epidermidis)
	Cefazolin + Ceftazidime
	Manual
	Death

	HDM4
	M
	67
	1289
	58.8
	Coagulase-negative Staphylococcus (S. epidermidis)
	Ceftazidime + Cefazolin + 
Fluconazole
	APD
	Resolution of infection

	HDM5
	M
	78
	2688
	77
	Streptococcus sanguinis
	Cefazolin + Ceftazidime
	CAPD
	Resolution of infection

	HMB1
	M
	77
	902
	70
	Coagulase-negative Staphylococcus (S. epidermidis)
	Vancomycin + Ceftazidime
	APD
	Resolution of infection

	HMB2
	M
	48
	3342
	18
	Klebsiella
	Vancomycin + Ceftazidime
	APD
	Resolution of infection

	HUB1
	M
	70
	5622
	85,8
	Kocuria rhizophila
	Vancomycin + Tobramycin
	APD
	Resolution of infection

	HUB2
	M
	81
	15830
	72.9
	Enterococcus faecium
	Vancomycin + Tobramycin +
Fluconazole
	APD
	Catheter removal (Fungal peritonitis with poor clinical course)

	HUB3
	M
	77
	2544
	52.3
	Streptococcus agalactiae
	Vancomycin + Tobramycin
	APD
	Resolution of infection

	HUB4
	M
	65
	3471
	66.5
	Coagulase-negative Staphylococcus (S. epidermidis)
	Vancomycin + Tobramycin
	APD
	Resolution of infection

	HUB5
	M
	70
	11364
	85.7
	Coagulase-negative Staphylococcus (S. epidermidis)
	Ciprofloxacin + Vancomycin +
Tobramycin
	APD
	Resolution of infection

	HUB6
	F
	77
	7017
	68.9
	Klebsiella
	Vancomycin + Tobramycin
(later)
Cefuroxime + Ertapenem + 
Amoxicillin/clavulanic
	APD
	Resolution of infection

	HUB7
	F
	74
	7665
	83
	Achromobacter xylosidans
	Vancomycin + Tobramycin + 
Ceftazidime + 
Piperacillin/tazobactam
	APD
	Catheter removal (fever and cellularity)


M: Male; F: Female; APD: Automated PD; CAPD: Continuous ambulatory PD 


