Records identified from*:
Web of Sciences (n = 3462)
Scopus (n = 4500)
PubMed (n = 2040)
Total = 10002
(Latest: 2025/09/11)

Records removed before screening:

1.

Duplicate records removed (n=4341)

!

Records screened
(n = 2766)

2. The articles published before 1990 were
removed (n=859)

3. The articles published in the journals of
unrelated area were removed (n = 2036)

1. Articles identified as unrelated topic through title
screen were removed (n = 1579)

2. Articles identified as unrelated topic through

abstract and method (for domestic related
studies to check whether include wild
population) screen were removed (n = 968)

Reports sought for retrieval
(n = 235)

Reports added through scanning references list
(n=16)

v

Reports not retrieved
(n=0)

Reports assessed for eligibility

(n = 235)

Studies included in review
(n=129)

Reports excluded:

Didn’t calculate Fron (n = 69)
Review articles (n = 16)
Domestic populations (n = 19)
Prehistoric samples (n = 2)

Figure S1. PRISMA diagram. The literature search and study-selection process for

empirical records.
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Figure S2. Missing-data details and multiple-imputation results. (a) Joint availability of
Fron standard deviations (SD) and sequencing-depth data before imputation. Cell labels show
the percentage of all records, with darker shading indicating a larger proportion. Sequencing
depth was classified as not applicable for SNP-array and hybridization-capture data. (b)
Distributions of available and imputed log-transformed SDs. (c) Distributions of available
and imputed mean sequencing depths, shown as log (depth + 1). Grey and orange curves
represent values available before imputation and imputed values, respectively. Imputed
distributions pool values across the 50 completed datasets for visualization. Available
standard deviations include reported values and values reconstructed or adjusted during data

preparation



