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Figure S1. Distinct differences seen in enrichments between age groups.  (A) Partial Least Squares Discriminant Analysis (PLS-DA) showing clear separation of CoIP enrichments between age groups and  (B) Variable Importance in Projection (VIP) scores of significant proteins only showing the most discriminating proteins. 



Table S1. Summary of total number of proteins enriched in coIP versus controls in each age group, and the number and proportion of those proteins that were found to be more enriched exclusively in the indicated age group (unique proteins).
	
	total enriched proteins
	total unique enriched proteins
	% unique enriched proteins

	Neonate
	27
	15
	55.6

	28 days - 1 year
	18
	2
	11.2

	1 - 5 years
	28
	10
	35.7

	6 - 10 years
	7
	2
	28.6

	11 -16 years
	54
	33
	61.1

	Adult
	22
	5
	22.7
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Figure S2. Protein C enrichment across age groups. PROC enrichment trajectory across age groups with a natural cubic spline fit based on log2 intensity of PROC specific peptides in IP v. controls. n = 3 groups (60 individuals per group).
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