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enriched pathways at 72 h following TTFields exposure. Bars represent NES
for significantly enriched gene sets. Positive NES indicates pathways enriched

in TTFields-treated cells, whereas negative NES indicates pathways enriched
in untreated controls.

Supplemental Fig. 1 Additional transcriptional changes induced by TTFields. A
Additional enriched pathways at 48 h following TTFields exposure. B Additional
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Supplemental Fig. 2 A-B Gzmb and Gzmk expression in NK cells. C-D Gzmb and Gzmk
expression in ILCs. Gene expression differences were assessed using the Kruskal-Wallis test
with correction for multiple comparisons. All tests were two-sided; P <0.05 was considered
statistically significant. *P <0.05; **P <0.01; NS, not significant.




