Supplementary Tables for 
Title: Amyloid-β plaque diversity across brain regions in Alzheimer’s disease and its relation to major clinicopathological traits

Authors: Antonia Neubauer1,2,3, Paul Feyen1,2, Susanna Pekrun 1,2, Sigrun Roeber1,2, Viktoria Ruf 1,2, Felix L. Strübing1,2, Jochen Herms1,2,3

Affiliations:
1Institute of Neuropathology, LMU Medizin, Ludwig-Maximilians-Universität München, Munich, Germany 
2German Center for Neurodegenerative Diseases (DZNE), Munich, Germany
3Munich Cluster for Systems Neurology (SyNergy), Munich, Germany

Corresponding author: Antonia.Neubauer@med.uni-muenchen.de

Table of contents
Table S1: Median [first and third quartile] of Aβ deposit counts/mm² in each brain region	2
Table S2: Median [first and third quartile] of Aβ deposit count proportions in percent in each brain region	3
Table S3: Comparison of total Aβ deposit counts/mm² between brain regions	4
Table S4: Comparison of proportional loads of cored plaques across brain regions [%]	5
Table S5: Comparison of proportional loads of diffuse light plaques across brain regions [%]	6
Table S6: Comparison of proportional loads of diffuse dense plaques across brain regions [%]	7
Table S7: Comparison of proportional loads of compact plaques across brain regions [%]	8
Table S8: Comparison of proportional loads of cerebral amyloid angiopathy (CAA) across brain regions [%]	9
Table S9: Comparison of proportional loads of small dense plaques across brain regions [%]	10
Table S10: Comparison of total Aβ deposit counts/mm² between brain regions in a complete subset	11
Table S11: Comparison of proportional loads of cored plaques across brain regions [%] in a complete subset	11
Table S12: Comparison of proportional loads of diffuse light plaques across brain regions [%] in complete subset	12
Table 13: Comparison of proportional loads of diffuse dense plaques across brain regions [%] in complete subset	12
Table S14: Comparison of proportional loads of compact plaques across brain regions [%] in complete subset	13
Table S15: Comparison of proportional loads of cerebral amyloid angiopathy (CAA) across brain regions [%] in complete subset	13
Table S16: Comparison of proportional loads of small dense plaques across brain regions [%] in complete subset	14
Table S17: Explanation of column names of the separate supplementary csv Table S18	15

[bookmark: _Toc236234853]Table S1: Median [first and third quartile] of Aβ deposit counts/mm² in each brain region
	Region
	All deposits [/mm²]
	Cored [/mm²]
	Diffuse light [/mm²]
	Diffuse dense [/mm²]
	Compact [/mm²]
	CAA [/mm²]
	Small dense [/mm²]

	Mid. frontal GY
	85.3 [52.4, 125.2]
	1.2 [0.0, 2.5]
	38.7 [24.5, 61.1]
	8.1 [3.3, 20.7]
	8.8 [3.2, 15.5]
	0.0 [0.0, 0.0]
	18.0 [9.7, 33.4]

	Frontal SU
	104.8 [72.0, 169.5]
	1.7 [0.0, 3.8]
	30.1 [19.2, 48.3]
	17.0 [9.2, 40.1]
	15.9 [8.5, 28.3]
	0.0 [0.0, 1.1]
	25.3 [14.0, 52.6]

	Parietal GY
	95.2 [62.1, 134.4]
	1.1 [0.0, 2.5]
	27.7 [13.7, 48.2]
	14.1 [5.5, 27.5]
	11.1 [6.9, 21.2]
	0.0 [0.0, 0.0]
	25.1 [15.3, 37.0]

	Sup. temporal GY
	85.8 [43.3, 129.9]
	0.7 [0.0, 2.2]
	33.5 [13.3, 57.2]
	9.9 [2.8, 22.4]
	7.6 [2.3, 13.8]
	0.0 [0.0, 0.0]
	17.6 [7.9, 38.7]

	Temporal SU
	83.8 [53.6, 119.5]
	0.9 [0.0, 1.8]
	32.7 [13.8, 51.6]
	12.8 [2.7, 30.1]
	11.3 [3.1, 17.1]
	0.0 [0.0, 0.0]
	19.8 [7.5, 29.8]

	Mid. temporal GY
	86.8 [54.4, 112.1]
	0.9 [0.0, 1.8]
	34.9 [20.2, 61.1]
	7.9 [2.0, 22.2]
	6.9 [2.9, 14.1]
	0.0 [0.0, 0.8]
	16.1 [6.2, 28.1]

	Insula cortex
	81.7 [48.6, 140.5]
	0.0 [0.0, 1.2]
	29.9 [15.8, 49.4]
	13.5 [4.2, 28.7]
	9.6 [4.9, 14.8]
	0.0 [0.0, 0.0]
	13.1 [9.4, 38.8]

	Occipital GY
	42.7 [23.9, 77.2]
	0.8 [0.0, 1.8]
	17.1 [8.0, 30.4]
	6.9 [1.8, 14.9]
	4.5 [2.4, 8.5]
	0.0 [0.0, 0.8]
	6.8 [2.9, 17.5]

	Occipital SU
	49.5 [30.9, 74.2]
	0.0 [0.0, 1.8]
	16.7 [9.4, 26.8]
	8.4 [3.2, 18.6]
	8.6 [3.9, 14.6]
	0.0 [0.0, 1.4]
	9.8 [4.6, 18.2]

	Parahippocampal GY
	40.8 [25.1, 68.5]
	0.0 [0.0, 1.1]
	25.2 [15.2, 35.7]
	3.1 [0.0, 9.9]
	1.2 [0.0, 3.8]
	0.0 [0.0, 0.0]
	6.5 [2.8, 12.6]

	Entorhinal GY
	28.3 [19.1, 45.5]
	0.0 [0.0, 0.4]
	17.6 [12.1, 27.7]
	1.6 [0.8, 3.2]
	1.6 [0.0, 4.4]
	0.0 [0.0, 0.0]
	2.0 [1.0, 3.9]

	Amygdala
	31.7 [14.2, 44.3]
	0.0 [0.0, 1.3]
	14.4 [8.0, 27.1]
	1.8 [0.0, 9.9]
	1.3 [0.0, 4.6]
	0.0 [0.0, 0.0]
	2.0 [0.9, 4.4]

	Claustrum
	24.4 [18.2, 49.5]
	0.0 [0.0, 1.2]
	15.0 [8.5, 21.5]
	1.7 [0.0, 5.4]
	1.1 [0.0, 3.3]
	0.0 [0.0, 0.0]
	4.2 [1.4, 8.1]

	Putamen
	48.8 [23.0, 82.7]
	0.0 [0.0, 0.0]
	10.9 [2.5, 33.4]
	2.6 [0.0, 13.8]
	2.5 [0.0, 10.8]
	0.0 [0.0, 0.0]
	13.2 [2.9, 35.2]

	Thal. med. nucl.
	12.8 [0.0, 56.6]
	0.0 [0.0, 0.0]
	10.0 [0.0, 37.0]
	0.0 [0.0, 2.8]
	0.0 [0.0, 0.0]
	0.0 [0.0, 0.0]
	1.4 [0.0, 10.3]

	Thal. ventrolat. nucl.
	10.0 [1.4, 35.3]
	0.0 [0.0, 0.0]
	4.1 [0.0, 11.3]
	1.3 [0.0, 4.2]
	0.0 [0.0, 1.5]
	0.0 [0.0, 0.0]
	4.1 [0.0, 10.6]

	Subiculum
	27.9 [14.0, 51.8]
	0.0 [0.0, 0.3]
	11.0 [7.1, 21.9]
	4.3 [0.0, 10.6]
	1.8 [0.0, 5.1]
	0.0 [0.0, 0.0]
	4.9 [1.4, 11.8]

	CA1
	12.0 [6.3, 33.9]
	0.0 [0.0, 0.0]
	4.6 [0.0, 13.0]
	2.1 [0.0, 5.7]
	0.6 [0.0, 2.7]
	0.0 [0.0, 0.0]
	2.2 [0.0, 8.3]

	CA2
	4.6 [0.0, 10.0]
	0.0 [0.0, 0.0]
	0.0 [0.0, 4.6]
	0.0 [0.0, 1.7]
	0.0 [0.0, 2.3]
	0.0 [0.0, 0.0]
	0.0 [0.0, 3.8]

	CA3
	7.3 [0.0, 20.6]
	0.0 [0.0, 0.0]
	0.0 [0.0, 2.9]
	2.2 [0.0, 6.0]
	0.0 [0.0, 2.4]
	0.0 [0.0, 0.0]
	0.0 [0.0, 4.3]

	CA4
	10.7 [3.8, 20.5]
	0.0 [0.0, 0.0]
	1.6 [0.0, 5.9]
	2.1 [0.0, 5.6]
	1.4 [0.0, 2.7]
	0.0 [0.0, 0.0]
	2.0 [0.0, 4.2]

	Cbl. cortex
	6.3 [1.4, 20.8]
	0.0 [0.0, 0.0]
	1.8 [0.0, 10.8]
	1.5 [0.0, 2.5]
	0.0 [0.0, 0.0]
	0.0 [0.0, 0.0]
	1.7 [0.0, 3.9]

	Cbl. dentate nucl.
	0.0 [0.0, 11.2]
	0.0 [0.0, 0.0]
	0.0 [0.0, 2.7]
	0.0 [0.0, 0.0]
	0.0 [0.0, 0.0]
	0.0 [0.0, 0.0]
	0.0 [0.0, 7.2]


CA cornu ammonis (hippocampus), Cbl. cerebellum, GY gyrus, med. medial, mid. middle, nucl. nucleus, SU sulcus, Sup. superior, Thal thalamus, ventrolat. ventrolateral



[bookmark: _Toc236234854]Table S2: Median [first and third quartile] of Aβ deposit count proportions in percent in each brain region
	Region
	Cored [%]
	Diffuse light [%]
	Diffuse dense [%]
	Compact [%]
	CAA [%]
	Small dense [%]

	Mid. frontal GY
	2.0 [0.0, 3.2]
	51.6 [31.1, 63.2]
	10.3 [4.5, 20.2]
	9.5 [5.2, 14.0]
	0.0 [0.0, 0.0]
	23.5 [16.2, 34.2]

	Frontal SU
	1.4 [0.0, 4.7]
	27.1 [19.4, 53.8]
	18.1 [12.2, 29.0]
	14.7 [8.5, 20.6]
	0.0 [0.0, 1.1]
	25.6 [16.6, 36.0]

	Parietal GY
	1.6 [0.0, 2.8]
	37.4 [17.7, 56.7]
	15.5 [8.5, 24.2]
	11.6 [8.2, 20.7]
	0.0 [0.0, 0.0]
	27.9 [21.7, 34.7]

	Sup. temporal GY
	0.5 [0.0, 3.6]
	42.8 [23.6, 69.9]
	14.1 [5.1, 20.0]
	8.8 [3.8, 15.5]
	0.0 [0.0, 0.0]
	24.6 [14.4, 34.4]

	Temporal SU
	0.6 [0.0, 2.7]
	44.4 [26.7, 61.5]
	16.7 [5.0, 25.4]
	12.2 [4.7, 21.1]
	0.0 [0.0, 0.0]
	19.6 [10.4, 30.1]

	Mid. temporal GY
	1.0 [0.0, 2.6]
	55.4 [35.2, 72.4]
	10.8 [3.4, 18.5]
	8.0 [3.0, 16.3]
	0.0 [0.0, 0.4]
	19.7 [12.8, 27.7]

	Insula cortex
	0.0 [0.0, 2.1]
	35.6 [25.2, 53.8]
	19.4 [7.3, 28.9]
	13.0 [6.4, 18.2]
	0.0 [0.0, 0.0]
	23.8 [16.9, 31.9]

	Occipital GY
	1.0 [0.0, 4.1]
	46.2 [24.4, 63.4]
	14.1 [7.2, 22.6]
	12.1 [3.9, 19.9]
	0.0 [0.0, 0.7]
	17.6 [10.4, 25.5]

	Occipital SU
	0.0 [0.0, 4.2]
	36.4 [24.9, 52.9]
	18.9 [9.5, 25.0]
	15.3 [7.7, 25.0]
	0.0 [0.0, 1.3]
	19.8 [14.3, 24.7]

	Parahippocampal GY
	0.0 [0.0, 1.9]
	65.2 [48.8, 84.0]
	6.5 [0.3, 15.8]
	3.7 [0.0, 10.3]
	0.0 [0.0, 0.0]
	15.2 [8.5, 25.0]

	Entorhinal GY
	0.0 [0.0, 0.6]
	75.0 [66.2, 84.2]
	7.1 [2.0, 17.0]
	5.7 [0.0, 15.3]
	0.0 [0.0, 0.0]
	6.9 [4.0, 14.8]

	Amygdala
	0.0 [0.0, 3.6]
	60.2 [26.1, 86.7]
	14.4 [0.0, 27.7]
	4.6 [0.0, 15.8]
	0.0 [0.0, 0.0]
	9.2 [1.8, 14.6]

	Claustrum
	0.0 [0.0, 4.2]
	60.0 [42.9, 87.5]
	6.1 [0.0, 22.2]
	0.9 [0.0, 12.5]
	0.0 [0.0, 0.0]
	15.6 [4.2, 23.5]

	Putamen
	0.0 [0.0, 0.0]
	24.2 [8.3, 70.5]
	9.0 [0.0, 18.6]
	8.3 [0.0, 15.0]
	0.0 [0.0, 0.0]
	40.0 [17.6, 50.0]

	Thal. med. nucl.
	0.0 [0.0, 0.0]
	78.4 [57.4, 100.0]
	1.7 [0.0, 5.1]
	0.0 [0.0, 0.8]
	0.0 [0.0, 0.0]
	18.9 [0.0, 25.9]

	Thal. ventrolat. nucl.
	0.0 [0.0, 3.5]
	46.4 [29.0, 74.3]
	9.2 [0.0, 20.0]
	0.0 [0.0, 6.5]
	0.0 [0.0, 0.0]
	29.6 [4.7, 43.3]

	Subiculum
	0.0 [0.0, 1.3]
	46.8 [28.7, 73.4]
	16.3 [0.6, 29.4]
	6.2 [0.0, 12.5]
	0.0 [0.0, 0.0]
	16.5 [7.1, 26.8]

	CA1
	0.0 [0.0, 0.5]
	38.7 [16.7, 66.4]
	16.7 [0.0, 33.3]
	5.3 [0.0, 16.3]
	0.0 [0.0, 0.0]
	20.0 [8.8, 34.8]

	CA2
	0.0 [0.0, 0.0]
	33.3 [0.0, 58.6]
	0.0 [0.0, 18.3]
	0.0 [0.0, 20.0]
	0.0 [0.0, 0.0]
	37.5 [0.0, 51.9]

	CA3
	0.0 [0.0, 0.0]
	11.7 [0.0, 27.7]
	32.5 [10.5, 53.4]
	2.7 [0.0, 22.6]
	0.0 [0.0, 0.0]
	24.0 [6.7, 45.8]

	CA4
	0.0 [0.0, 0.0]
	28.0 [5.9, 50.0]
	22.7 [5.2, 40.9]
	9.1 [0.0, 24.0]
	0.0 [0.0, 0.0]
	22.2 [10.0, 40.0]

	Cbl. cortex
	0.0 [0.0, 0.0]
	50.0 [5.0, 66.7]
	14.3 [0.0, 33.3]
	0.0 [0.0, 1.7]
	0.0 [0.0, 4.3]
	25.0 [5.6, 33.8]

	Cbl. dentate nucl.
	0.0 [0.0, 0.0]
	28.6 [14.4, 90.0]
	0.0 [0.0, 0.0]
	0.0 [0.0, 0.0]
	0.0 [0.0, 0.0]
	53.3 [10.0, 82.2]


CA cornu ammonis (hippocampus), Cbl. cerebellum, GY gyrus, med. medial, mid. middle, nucl. nucleus, SU sulcus, Sup. superior, Thal thalamus, ventrolat. ventrolateral



[bookmark: _Toc236234855]Table S3: Comparison of total Aβ deposit counts/mm² between brain regions 
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.27
	0.54
	0.67
	0.92
	0.83
	0.72
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	F_SU
	0.27
	1.0
	0.7
	0.14
	0.27
	0.21
	0.19
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	P_GY
	0.54
	0.7
	1.0
	0.32
	0.52
	0.44
	0.38
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	ST_GY
	0.67
	0.14
	0.32
	1.0
	0.77
	0.85
	0.98
	<0.01
	0.049
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	T_SU
	0.92
	0.27
	0.52
	0.77
	1.0
	0.92
	0.81
	<0.01
	0.02
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	MT_GY
	0.83
	0.21
	0.44
	0.85
	0.92
	1.0
	0.88
	<0.01
	0.028
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Insula
	0.72
	0.19
	0.38
	0.98
	0.81
	0.88
	1.0
	0.013
	0.07
	<0.01
	<0.01
	<0.01
	<0.01
	0.015
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	O_GY
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.013
	1.0
	0.49
	0.74
	0.17
	0.16
	0.07
	0.81
	0.013
	<0.01
	0.12
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	O_SU
	<0.01
	<0.01
	<0.01
	0.049
	0.02
	0.028
	0.07
	0.49
	1.0
	0.29
	0.05
	0.047
	0.013
	0.39
	<0.01
	<0.01
	0.018
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Phip_GY
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.74
	0.29
	1.0
	0.27
	0.26
	0.15
	0.97
	0.032
	<0.01
	0.24
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Ent_GY
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.17
	0.05
	0.27
	1.0
	1.0
	0.92
	0.29
	0.49
	0.15
	0.81
	0.21
	<0.01
	0.011
	0.039
	<0.01
	<0.01

	Amyg
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.16
	0.047
	0.26
	1.0
	1.0
	0.92
	0.28
	0.49
	0.15
	0.81
	0.2
	<0.01
	<0.01
	0.036
	<0.01
	<0.01

	Cla
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.07
	0.013
	0.15
	0.92
	0.92
	1.0
	0.18
	0.51
	0.14
	0.68
	0.18
	<0.01
	<0.01
	0.022
	<0.01
	<0.01

	Put
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.015
	0.81
	0.39
	0.97
	0.29
	0.28
	0.18
	1.0
	0.045
	<0.01
	0.29
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Thal_MNcl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.013
	<0.01
	0.032
	0.49
	0.49
	0.51
	0.045
	1.0
	0.46
	0.25
	0.66
	0.018
	0.07
	0.2
	0.06
	<0.01

	Thal_VLNcl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.15
	0.15
	0.14
	<0.01
	0.46
	1.0
	0.033
	0.7
	0.16
	0.38
	0.72
	0.36
	0.04

	Sub
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.12
	0.018
	0.24
	0.81
	0.81
	0.68
	0.29
	0.25
	0.033
	1.0
	0.032
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	CA1
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.21
	0.2
	0.18
	<0.01
	0.66
	0.7
	0.032
	1.0
	0.018
	0.1
	0.31
	0.08
	<0.01

	CA2
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.018
	0.16
	<0.01
	0.018
	1.0
	0.54
	0.2
	0.54
	0.5

	CA3
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.011
	<0.01
	<0.01
	<0.01
	0.07
	0.38
	<0.01
	0.1
	0.54
	1.0
	0.53
	0.98
	0.18

	CA4
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.039
	0.036
	0.022
	<0.01
	0.2
	0.72
	<0.01
	0.31
	0.2
	0.53
	1.0
	0.5
	0.036

	Cbl_cor
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.06
	0.36
	<0.01
	0.08
	0.54
	0.98
	0.5
	1.0
	0.17

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.04
	<0.01
	<0.01
	0.5
	0.18
	0.036
	0.17
	1.0


 Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus


[bookmark: _Toc236234856]Table S4: Comparison of proportional loads of cored plaques across brain regions [%]
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.93
	0.84
	0.17
	0.17
	0.25
	0.08
	0.35
	0.19
	<0.01
	0.01
	0.046
	0.015
	<0.01
	<0.01
	0.05
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	F_SU
	0.93
	1.0
	0.77
	0.14
	0.14
	0.21
	0.06
	0.3
	0.15
	<0.01
	<0.01
	0.039
	0.012
	<0.01
	<0.01
	0.046
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	P_GY
	0.84
	0.77
	1.0
	0.3
	0.3
	0.4
	0.15
	0.57
	0.35
	<0.01
	0.024
	0.09
	0.038
	<0.01
	<0.01
	0.1
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	ST_GY
	0.17
	0.14
	0.3
	1.0
	1.0
	0.88
	0.71
	0.68
	0.88
	0.14
	0.18
	0.45
	0.32
	<0.01
	<0.01
	0.47
	0.07
	0.07
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	T_SU
	0.17
	0.14
	0.3
	1.0
	1.0
	0.88
	0.71
	0.68
	0.88
	0.15
	0.18
	0.46
	0.33
	<0.01
	<0.01
	0.47
	0.07
	0.08
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	MT_GY
	0.25
	0.21
	0.4
	0.88
	0.88
	1.0
	0.59
	0.8
	0.99
	0.1
	0.14
	0.37
	0.25
	<0.01
	<0.01
	0.38
	0.043
	0.046
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Insula
	0.08
	0.06
	0.15
	0.71
	0.71
	0.59
	1.0
	0.37
	0.58
	0.41
	0.38
	0.76
	0.65
	<0.01
	0.034
	0.76
	0.25
	0.25
	<0.01
	0.032
	<0.01
	<0.01
	<0.01

	O_GY
	0.35
	0.3
	0.57
	0.68
	0.68
	0.8
	0.37
	1.0
	0.77
	0.032
	0.07
	0.22
	0.12
	<0.01
	<0.01
	0.24
	0.011
	0.013
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	O_SU
	0.19
	0.15
	0.35
	0.88
	0.88
	0.99
	0.58
	0.77
	1.0
	0.07
	0.12
	0.35
	0.22
	<0.01
	<0.01
	0.37
	0.029
	0.032
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Phip_GY
	<0.01
	<0.01
	<0.01
	0.14
	0.15
	0.1
	0.41
	0.032
	0.07
	1.0
	0.84
	0.77
	0.81
	0.026
	0.13
	0.78
	0.77
	0.77
	0.013
	0.14
	0.019
	<0.01
	<0.01

	Ent_GY
	0.01
	<0.01
	0.024
	0.18
	0.18
	0.14
	0.38
	0.07
	0.12
	0.84
	1.0
	0.68
	0.71
	0.13
	0.3
	0.69
	1.0
	0.99
	0.09
	0.37
	0.13
	0.09
	0.06

	Amyg
	0.046
	0.039
	0.09
	0.45
	0.46
	0.37
	0.76
	0.22
	0.35
	0.77
	0.68
	1.0
	0.95
	0.034
	0.12
	1.0
	0.6
	0.6
	0.022
	0.14
	0.032
	0.02
	0.016

	Cla
	0.015
	0.012
	0.038
	0.32
	0.33
	0.25
	0.65
	0.12
	0.22
	0.81
	0.71
	0.95
	1.0
	0.024
	0.1
	0.95
	0.6
	0.6
	0.012
	0.12
	0.019
	0.01
	<0.01

	Put
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.026
	0.13
	0.034
	0.024
	1.0
	0.79
	0.039
	0.05
	0.06
	0.93
	0.52
	0.88
	0.99
	0.77

	Thal_MNcl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.034
	<0.01
	<0.01
	0.13
	0.3
	0.12
	0.1
	0.79
	1.0
	0.13
	0.21
	0.22
	0.72
	0.8
	0.88
	0.77
	0.59

	Thal_VLNcl
	0.05
	0.046
	0.1
	0.47
	0.47
	0.38
	0.76
	0.24
	0.37
	0.78
	0.69
	1.0
	0.95
	0.039
	0.13
	1.0
	0.61
	0.6
	0.025
	0.15
	0.037
	0.024
	0.019

	Sub
	<0.01
	<0.01
	<0.01
	0.07
	0.07
	0.043
	0.25
	0.011
	0.029
	0.77
	1.0
	0.6
	0.6
	0.05
	0.21
	0.61
	1.0
	0.99
	0.028
	0.25
	0.041
	0.024
	0.021

	CA1
	<0.01
	<0.01
	<0.01
	0.07
	0.08
	0.046
	0.25
	0.013
	0.032
	0.77
	0.99
	0.6
	0.6
	0.06
	0.22
	0.6
	0.99
	1.0
	0.034
	0.27
	0.05
	0.029
	0.025

	CA2
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.013
	0.09
	0.022
	0.012
	0.93
	0.72
	0.025
	0.028
	0.034
	1.0
	0.41
	0.79
	0.94
	0.84

	CA3
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.032
	<0.01
	<0.01
	0.14
	0.37
	0.14
	0.12
	0.52
	0.8
	0.15
	0.25
	0.27
	0.41
	1.0
	0.59
	0.44
	0.31

	CA4
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.019
	0.13
	0.032
	0.019
	0.88
	0.88
	0.037
	0.041
	0.05
	0.79
	0.59
	1.0
	0.84
	0.63

	Cbl_cor
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.09
	0.02
	0.01
	0.99
	0.77
	0.024
	0.024
	0.029
	0.94
	0.44
	0.84
	1.0
	0.77

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.06
	0.016
	<0.01
	0.77
	0.59
	0.019
	0.021
	0.025
	0.84
	0.31
	0.63
	0.77
	1.0


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus


[bookmark: _Toc236234857]Table S5: Comparison of proportional loads of diffuse light plaques across brain regions [%]
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.016
	0.12
	0.83
	0.68
	0.66
	0.38
	0.67
	0.14
	0.013
	0.04
	0.57
	0.12
	0.2
	<0.01
	0.98
	0.91
	0.17
	0.06
	<0.01
	<0.01
	0.26
	0.5

	F_SU
	0.016
	1.0
	0.6
	0.06
	0.11
	<0.01
	0.35
	0.07
	0.45
	<0.01
	<0.01
	0.016
	<0.01
	0.62
	<0.01
	0.11
	0.013
	0.45
	0.88
	0.022
	0.56
	0.36
	0.3

	P_GY
	0.12
	0.6
	1.0
	0.25
	0.35
	0.05
	0.69
	0.3
	0.88
	<0.01
	<0.01
	0.07
	<0.01
	0.97
	<0.01
	0.29
	0.1
	0.86
	0.75
	<0.01
	0.27
	0.75
	0.62

	ST_GY
	0.83
	0.06
	0.25
	1.0
	0.86
	0.53
	0.55
	0.86
	0.29
	0.011
	0.031
	0.47
	0.1
	0.33
	<0.01
	0.88
	0.75
	0.33
	0.14
	<0.01
	0.013
	0.43
	0.66

	T_SU
	0.68
	0.11
	0.35
	0.86
	1.0
	0.41
	0.67
	0.98
	0.4
	<0.01
	0.02
	0.37
	0.06
	0.44
	<0.01
	0.77
	0.62
	0.44
	0.21
	<0.01
	0.026
	0.56
	0.77

	MT_GY
	0.66
	<0.01
	0.05
	0.53
	0.41
	1.0
	0.2
	0.38
	0.06
	0.09
	0.13
	0.85
	0.34
	0.1
	0.043
	0.74
	0.74
	0.08
	0.027
	<0.01
	<0.01
	0.12
	0.3

	Insula
	0.38
	0.35
	0.69
	0.55
	0.67
	0.2
	1.0
	0.64
	0.77
	<0.01
	<0.01
	0.2
	0.022
	0.75
	<0.01
	0.53
	0.34
	0.81
	0.49
	<0.01
	0.13
	0.91
	0.91

	O_GY
	0.67
	0.07
	0.3
	0.86
	0.98
	0.38
	0.64
	1.0
	0.34
	<0.01
	0.014
	0.35
	0.044
	0.39
	<0.01
	0.77
	0.6
	0.38
	0.17
	<0.01
	0.013
	0.51
	0.75

	O_SU
	0.14
	0.45
	0.88
	0.29
	0.4
	0.06
	0.77
	0.34
	1.0
	<0.01
	<0.01
	0.09
	<0.01
	0.92
	<0.01
	0.33
	0.11
	0.97
	0.63
	<0.01
	0.16
	0.85
	0.69

	Phip_GY
	0.013
	<0.01
	<0.01
	0.011
	<0.01
	0.09
	<0.01
	<0.01
	<0.01
	1.0
	0.83
	0.29
	0.66
	<0.01
	0.5
	0.09
	0.021
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Ent_GY
	0.04
	<0.01
	<0.01
	0.031
	0.02
	0.13
	<0.01
	0.014
	<0.01
	0.83
	1.0
	0.28
	0.58
	<0.01
	0.7
	0.1
	0.05
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.014

	Amyg
	0.57
	0.016
	0.07
	0.47
	0.37
	0.85
	0.2
	0.35
	0.09
	0.29
	0.28
	1.0
	0.56
	0.11
	0.12
	0.64
	0.63
	0.1
	0.041
	<0.01
	<0.01
	0.14
	0.28

	Cla
	0.12
	<0.01
	<0.01
	0.1
	0.06
	0.34
	0.022
	0.044
	<0.01
	0.66
	0.58
	0.56
	1.0
	<0.01
	0.31
	0.25
	0.15
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.043

	Put
	0.2
	0.62
	0.97
	0.33
	0.44
	0.1
	0.75
	0.39
	0.92
	<0.01
	<0.01
	0.11
	<0.01
	1.0
	<0.01
	0.35
	0.17
	0.91
	0.75
	0.012
	0.3
	0.81
	0.67

	Thal_MNcl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.043
	<0.01
	<0.01
	<0.01
	0.5
	0.7
	0.12
	0.31
	<0.01
	1.0
	0.037
	0.014
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Thal_VLNcl
	0.98
	0.11
	0.29
	0.88
	0.77
	0.74
	0.53
	0.77
	0.33
	0.09
	0.1
	0.64
	0.25
	0.35
	0.037
	1.0
	0.91
	0.35
	0.18
	<0.01
	0.037
	0.44
	0.62

	Sub
	0.91
	0.013
	0.1
	0.75
	0.62
	0.74
	0.34
	0.6
	0.11
	0.021
	0.05
	0.63
	0.15
	0.17
	0.014
	0.91
	1.0
	0.14
	0.05
	<0.01
	<0.01
	0.22
	0.44

	CA1
	0.17
	0.45
	0.86
	0.33
	0.44
	0.08
	0.81
	0.38
	0.97
	<0.01
	<0.01
	0.1
	<0.01
	0.91
	<0.01
	0.35
	0.14
	1.0
	0.63
	<0.01
	0.17
	0.88
	0.72

	CA2
	0.06
	0.88
	0.75
	0.14
	0.21
	0.027
	0.49
	0.17
	0.63
	<0.01
	<0.01
	0.041
	<0.01
	0.75
	<0.01
	0.18
	0.05
	0.63
	1.0
	0.029
	0.51
	0.53
	0.43

	CA3
	<0.01
	0.022
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.012
	<0.01
	<0.01
	<0.01
	<0.01
	0.029
	1.0
	0.12
	<0.01
	<0.01

	CA4
	<0.01
	0.56
	0.27
	0.013
	0.026
	<0.01
	0.13
	0.013
	0.16
	<0.01
	<0.01
	<0.01
	<0.01
	0.3
	<0.01
	0.037
	<0.01
	0.17
	0.51
	0.12
	1.0
	0.12
	0.11

	Cbl_cor
	0.26
	0.36
	0.75
	0.43
	0.56
	0.12
	0.91
	0.51
	0.85
	<0.01
	<0.01
	0.14
	<0.01
	0.81
	<0.01
	0.44
	0.22
	0.88
	0.53
	<0.01
	0.12
	1.0
	0.82

	Cbl_Dentncl
	0.5
	0.3
	0.62
	0.66
	0.77
	0.3
	0.91
	0.75
	0.69
	<0.01
	0.014
	0.28
	0.043
	0.67
	<0.01
	0.62
	0.44
	0.72
	0.43
	<0.01
	0.11
	0.82
	1.0


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus


[bookmark: _Toc236234858]Table S6: Comparison of proportional loads of diffuse dense plaques across brain regions [%]
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.016
	0.3
	0.94
	0.33
	0.83
	0.12
	0.3
	0.06
	0.24
	0.65
	0.73
	0.59
	0.63
	0.016
	0.75
	0.35
	0.28
	0.17
	<0.01
	0.022
	0.47
	<0.01

	F_SU
	0.016
	1.0
	0.28
	0.034
	0.27
	0.014
	0.74
	0.21
	0.66
	<0.01
	0.022
	0.21
	<0.01
	0.012
	<0.01
	0.034
	0.2
	0.28
	<0.01
	0.24
	0.98
	0.17
	<0.01

	P_GY
	0.3
	0.28
	1.0
	0.41
	0.98
	0.24
	0.59
	0.95
	0.55
	0.024
	0.22
	0.72
	0.16
	0.18
	<0.01
	0.27
	0.91
	0.98
	0.018
	0.026
	0.31
	0.81
	<0.01

	ST_GY
	0.94
	0.034
	0.41
	1.0
	0.44
	0.76
	0.18
	0.43
	0.12
	0.23
	0.59
	0.8
	0.55
	0.58
	0.016
	0.7
	0.47
	0.38
	0.17
	<0.01
	0.05
	0.58
	<0.01

	T_SU
	0.33
	0.27
	0.98
	0.44
	1.0
	0.26
	0.58
	0.98
	0.53
	0.031
	0.23
	0.75
	0.18
	0.2
	<0.01
	0.28
	0.94
	0.97
	0.022
	0.026
	0.3
	0.85
	<0.01

	MT_GY
	0.83
	0.014
	0.24
	0.76
	0.26
	1.0
	0.09
	0.24
	0.045
	0.41
	0.8
	0.59
	0.79
	0.81
	0.034
	0.9
	0.27
	0.22
	0.28
	<0.01
	0.019
	0.36
	<0.01

	Insula
	0.12
	0.74
	0.59
	0.18
	0.58
	0.09
	1.0
	0.52
	0.98
	<0.01
	0.09
	0.41
	0.05
	0.06
	<0.01
	0.13
	0.48
	0.59
	<0.01
	0.17
	0.76
	0.43
	<0.01

	O_GY
	0.3
	0.21
	0.95
	0.43
	0.98
	0.24
	0.52
	1.0
	0.44
	0.021
	0.22
	0.76
	0.16
	0.18
	<0.01
	0.28
	0.97
	0.94
	0.016
	0.016
	0.24
	0.88
	<0.01

	O_SU
	0.06
	0.66
	0.55
	0.12
	0.53
	0.045
	0.98
	0.44
	1.0
	<0.01
	0.06
	0.36
	0.025
	0.034
	<0.01
	0.09
	0.41
	0.55
	<0.01
	0.1
	0.7
	0.36
	<0.01

	Phip_GY
	0.24
	<0.01
	0.024
	0.23
	0.031
	0.41
	<0.01
	0.021
	<0.01
	1.0
	0.75
	0.21
	0.68
	0.67
	0.17
	0.66
	0.026
	0.02
	0.76
	<0.01
	<0.01
	0.05
	<0.01

	Ent_GY
	0.65
	0.022
	0.22
	0.59
	0.23
	0.8
	0.09
	0.22
	0.06
	0.75
	1.0
	0.48
	0.98
	0.98
	0.14
	0.94
	0.24
	0.21
	0.57
	<0.01
	0.027
	0.3
	<0.01

	Amyg
	0.73
	0.21
	0.72
	0.8
	0.75
	0.59
	0.41
	0.76
	0.36
	0.21
	0.48
	1.0
	0.44
	0.46
	0.019
	0.55
	0.8
	0.7
	0.15
	0.025
	0.23
	0.88
	<0.01

	Cla
	0.59
	<0.01
	0.16
	0.55
	0.18
	0.79
	0.05
	0.16
	0.025
	0.68
	0.98
	0.44
	1.0
	0.98
	0.09
	0.95
	0.18
	0.14
	0.48
	<0.01
	0.012
	0.24
	<0.01

	Put
	0.63
	0.012
	0.18
	0.58
	0.2
	0.81
	0.06
	0.18
	0.034
	0.67
	0.98
	0.46
	0.98
	1.0
	0.09
	0.97
	0.21
	0.17
	0.48
	<0.01
	0.016
	0.26
	<0.01

	Thal_MNcl
	0.016
	<0.01
	<0.01
	0.016
	<0.01
	0.034
	<0.01
	<0.01
	<0.01
	0.17
	0.14
	0.019
	0.09
	0.09
	1.0
	0.12
	<0.01
	<0.01
	0.29
	<0.01
	<0.01
	<0.01
	0.4

	Thal_VLNcl
	0.75
	0.034
	0.27
	0.7
	0.28
	0.9
	0.13
	0.28
	0.09
	0.66
	0.94
	0.55
	0.95
	0.97
	0.12
	1.0
	0.3
	0.25
	0.49
	<0.01
	0.043
	0.37
	<0.01

	Sub
	0.35
	0.2
	0.91
	0.47
	0.94
	0.27
	0.48
	0.97
	0.41
	0.026
	0.24
	0.8
	0.18
	0.21
	<0.01
	0.3
	1.0
	0.9
	0.02
	0.015
	0.23
	0.93
	<0.01

	CA1
	0.28
	0.28
	0.98
	0.38
	0.97
	0.22
	0.59
	0.94
	0.55
	0.02
	0.21
	0.7
	0.14
	0.17
	<0.01
	0.25
	0.9
	1.0
	0.016
	0.025
	0.31
	0.8
	<0.01

	CA2
	0.17
	<0.01
	0.018
	0.17
	0.022
	0.28
	<0.01
	0.016
	<0.01
	0.76
	0.57
	0.15
	0.48
	0.48
	0.29
	0.49
	0.02
	0.016
	1.0
	<0.01
	<0.01
	0.034
	0.019

	CA3
	<0.01
	0.24
	0.026
	<0.01
	0.026
	<0.01
	0.17
	0.016
	0.1
	<0.01
	<0.01
	0.025
	<0.01
	<0.01
	<0.01
	<0.01
	0.015
	0.025
	<0.01
	1.0
	0.24
	0.014
	<0.01

	CA4
	0.022
	0.98
	0.31
	0.05
	0.3
	0.019
	0.76
	0.24
	0.7
	<0.01
	0.027
	0.23
	0.012
	0.016
	<0.01
	0.043
	0.23
	0.31
	<0.01
	0.24
	1.0
	0.21
	<0.01

	Cbl_cor
	0.47
	0.17
	0.81
	0.58
	0.85
	0.36
	0.43
	0.88
	0.36
	0.05
	0.3
	0.88
	0.24
	0.26
	<0.01
	0.37
	0.93
	0.8
	0.034
	0.014
	0.21
	1.0
	<0.01

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.4
	<0.01
	<0.01
	<0.01
	0.019
	<0.01
	<0.01
	<0.01
	1.0


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus


[bookmark: _Toc236234859]Table S7: Comparison of proportional loads of compact plaques across brain regions [%]
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.06
	0.18
	0.97
	0.38
	0.93
	0.38
	0.47
	0.015
	0.012
	0.31
	0.29
	0.015
	0.34
	<0.01
	0.012
	0.16
	0.12
	0.17
	0.21
	0.93
	<0.01
	<0.01

	F_SU
	0.06
	1.0
	0.8
	0.08
	0.45
	0.07
	0.53
	0.29
	0.6
	<0.01
	0.017
	0.014
	<0.01
	0.012
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.06
	<0.01
	<0.01

	P_GY
	0.18
	0.8
	1.0
	0.19
	0.72
	0.17
	0.8
	0.49
	0.4
	<0.01
	0.037
	0.032
	<0.01
	0.032
	<0.01
	<0.01
	<0.01
	<0.01
	0.011
	0.013
	0.16
	<0.01
	<0.01

	ST_GY
	0.97
	0.08
	0.19
	1.0
	0.38
	0.97
	0.38
	0.46
	0.021
	0.025
	0.36
	0.34
	0.026
	0.39
	<0.01
	0.019
	0.23
	0.19
	0.23
	0.26
	0.97
	<0.01
	<0.01

	T_SU
	0.38
	0.45
	0.72
	0.38
	1.0
	0.35
	0.97
	0.87
	0.22
	<0.01
	0.1
	0.09
	<0.01
	0.09
	<0.01
	<0.01
	0.026
	0.02
	0.033
	0.039
	0.34
	<0.01
	<0.01

	MT_GY
	0.93
	0.07
	0.17
	0.97
	0.35
	1.0
	0.36
	0.42
	0.018
	0.031
	0.38
	0.37
	0.032
	0.42
	<0.01
	0.022
	0.26
	0.22
	0.26
	0.29
	1.0
	<0.01
	<0.01

	Insula
	0.38
	0.53
	0.8
	0.38
	0.97
	0.36
	1.0
	0.83
	0.28
	<0.01
	0.1
	0.09
	<0.01
	0.1
	<0.01
	<0.01
	0.032
	0.026
	0.038
	0.047
	0.35
	<0.01
	<0.01

	O_GY
	0.47
	0.29
	0.49
	0.46
	0.87
	0.42
	0.83
	1.0
	0.1
	<0.01
	0.12
	0.1
	<0.01
	0.11
	<0.01
	<0.01
	0.028
	0.022
	0.038
	0.048
	0.41
	<0.01
	<0.01

	O_SU
	0.015
	0.6
	0.4
	0.021
	0.22
	0.018
	0.28
	0.1
	1.0
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.014
	<0.01
	<0.01

	Phip_GY
	0.012
	<0.01
	<0.01
	0.025
	<0.01
	0.031
	<0.01
	<0.01
	<0.01
	1.0
	0.45
	0.46
	0.88
	0.31
	0.09
	0.52
	0.32
	0.4
	0.44
	0.4
	0.026
	0.09
	0.011

	Ent_GY
	0.31
	0.017
	0.037
	0.36
	0.1
	0.38
	0.1
	0.12
	<0.01
	0.45
	1.0
	0.99
	0.38
	0.93
	0.036
	0.26
	1.0
	0.95
	0.96
	0.98
	0.38
	0.035
	<0.01

	Amyg
	0.29
	0.014
	0.032
	0.34
	0.09
	0.37
	0.09
	0.1
	<0.01
	0.46
	0.99
	1.0
	0.39
	0.91
	0.036
	0.26
	0.99
	0.97
	0.97
	0.99
	0.36
	0.035
	<0.01

	Cla
	0.015
	<0.01
	<0.01
	0.026
	<0.01
	0.032
	<0.01
	<0.01
	<0.01
	0.88
	0.38
	0.39
	1.0
	0.26
	0.17
	0.71
	0.27
	0.35
	0.38
	0.35
	0.028
	0.21
	0.032

	Put
	0.34
	0.012
	0.032
	0.39
	0.09
	0.42
	0.1
	0.11
	<0.01
	0.31
	0.93
	0.91
	0.26
	1.0
	0.017
	0.17
	0.91
	0.8
	0.83
	0.88
	0.41
	0.011
	<0.01

	Thal_MNcl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.09
	0.036
	0.036
	0.17
	0.017
	1.0
	0.39
	0.013
	0.02
	0.026
	0.023
	<0.01
	0.74
	0.69

	Thal_VLNcl
	0.012
	<0.01
	<0.01
	0.019
	<0.01
	0.022
	<0.01
	<0.01
	<0.01
	0.52
	0.26
	0.26
	0.71
	0.17
	0.39
	1.0
	0.17
	0.22
	0.24
	0.22
	0.02
	0.53
	0.17

	Sub
	0.16
	<0.01
	<0.01
	0.23
	0.026
	0.26
	0.032
	0.028
	<0.01
	0.32
	1.0
	0.99
	0.27
	0.91
	0.013
	0.17
	1.0
	0.93
	0.94
	0.97
	0.25
	<0.01
	<0.01

	CA1
	0.12
	<0.01
	<0.01
	0.19
	0.02
	0.22
	0.026
	0.022
	<0.01
	0.4
	0.95
	0.97
	0.35
	0.8
	0.02
	0.22
	0.93
	1.0
	1.0
	0.97
	0.2
	0.011
	<0.01

	CA2
	0.17
	<0.01
	0.011
	0.23
	0.033
	0.26
	0.038
	0.038
	<0.01
	0.44
	0.96
	0.97
	0.38
	0.83
	0.026
	0.24
	0.94
	1.0
	1.0
	0.97
	0.25
	0.019
	<0.01

	CA3
	0.21
	<0.01
	0.013
	0.26
	0.039
	0.29
	0.047
	0.048
	<0.01
	0.4
	0.98
	0.99
	0.35
	0.88
	0.023
	0.22
	0.97
	0.97
	0.97
	1.0
	0.28
	0.017
	<0.01

	CA4
	0.93
	0.06
	0.16
	0.97
	0.34
	1.0
	0.35
	0.41
	0.014
	0.026
	0.38
	0.36
	0.028
	0.41
	<0.01
	0.02
	0.25
	0.2
	0.25
	0.28
	1.0
	<0.01
	<0.01

	Cbl_cor
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.09
	0.035
	0.035
	0.21
	0.011
	0.74
	0.53
	<0.01
	0.011
	0.019
	0.017
	<0.01
	1.0
	0.34

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.011
	<0.01
	<0.01
	0.032
	<0.01
	0.69
	0.17
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.34
	1.0


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus

[bookmark: _Toc236234860]Table S8: Comparison of proportional loads of cerebral amyloid angiopathy (CAA) across brain regions [%]
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.045
	0.9
	0.9
	0.85
	0.32
	0.51
	0.16
	0.11
	0.81
	0.4
	0.39
	0.25
	0.4
	0.46
	0.24
	0.78
	0.95
	0.24
	0.75
	0.75
	0.19
	0.17

	F_SU
	0.045
	1.0
	0.1
	0.045
	0.13
	0.47
	0.017
	0.63
	0.77
	0.11
	0.019
	0.017
	<0.01
	0.015
	0.028
	0.012
	0.019
	0.047
	<0.01
	0.031
	0.15
	0.66
	<0.01

	P_GY
	0.9
	0.1
	1.0
	0.83
	0.93
	0.44
	0.44
	0.27
	0.19
	0.91
	0.35
	0.34
	0.21
	0.35
	0.4
	0.2
	0.69
	0.87
	0.21
	0.65
	0.86
	0.3
	0.15

	ST_GY
	0.9
	0.045
	0.83
	1.0
	0.77
	0.3
	0.65
	0.15
	0.11
	0.72
	0.52
	0.5
	0.34
	0.53
	0.56
	0.31
	0.9
	0.94
	0.34
	0.85
	0.65
	0.18
	0.26

	T_SU
	0.85
	0.13
	0.93
	0.77
	1.0
	0.52
	0.4
	0.32
	0.25
	0.97
	0.32
	0.31
	0.19
	0.32
	0.36
	0.18
	0.62
	0.82
	0.18
	0.58
	0.92
	0.35
	0.13

	MT_GY
	0.32
	0.47
	0.44
	0.3
	0.52
	1.0
	0.12
	0.85
	0.75
	0.52
	0.11
	0.1
	0.039
	0.1
	0.13
	0.047
	0.19
	0.31
	0.039
	0.2
	0.61
	0.85
	0.028

	Insula
	0.51
	0.017
	0.44
	0.65
	0.4
	0.12
	1.0
	0.049
	0.037
	0.34
	0.86
	0.85
	0.75
	0.91
	0.9
	0.63
	0.75
	0.58
	0.75
	0.85
	0.31
	0.06
	0.58

	O_GY
	0.16
	0.63
	0.27
	0.15
	0.32
	0.85
	0.049
	1.0
	0.9
	0.31
	0.05
	0.047
	0.017
	0.039
	0.07
	0.024
	0.08
	0.16
	0.017
	0.1
	0.38
	1.0
	0.014

	O_SU
	0.11
	0.77
	0.19
	0.11
	0.25
	0.75
	0.037
	0.9
	1.0
	0.24
	0.039
	0.037
	0.013
	0.028
	0.049
	0.017
	0.047
	0.11
	0.012
	0.07
	0.3
	0.9
	0.012

	Phip_GY
	0.81
	0.11
	0.91
	0.72
	0.97
	0.52
	0.34
	0.31
	0.24
	1.0
	0.3
	0.28
	0.15
	0.29
	0.33
	0.15
	0.54
	0.77
	0.15
	0.52
	0.93
	0.34
	0.11

	Ent_GY
	0.4
	0.019
	0.35
	0.52
	0.32
	0.11
	0.86
	0.05
	0.039
	0.3
	1.0
	0.99
	0.92
	0.93
	0.98
	0.83
	0.6
	0.46
	0.92
	0.71
	0.27
	0.06
	0.81

	Amyg
	0.39
	0.017
	0.34
	0.5
	0.31
	0.1
	0.85
	0.047
	0.037
	0.28
	0.99
	1.0
	0.92
	0.92
	0.97
	0.84
	0.58
	0.44
	0.92
	0.69
	0.25
	0.05
	0.82

	Cla
	0.25
	<0.01
	0.21
	0.34
	0.19
	0.039
	0.75
	0.017
	0.013
	0.15
	0.92
	0.92
	1.0
	0.85
	0.9
	0.88
	0.4
	0.3
	1.0
	0.53
	0.13
	0.019
	0.87

	Put
	0.4
	0.015
	0.35
	0.53
	0.32
	0.1
	0.91
	0.039
	0.028
	0.29
	0.93
	0.92
	0.85
	1.0
	0.97
	0.75
	0.63
	0.47
	0.85
	0.75
	0.26
	0.047
	0.71

	Thal_MNcl
	0.46
	0.028
	0.4
	0.56
	0.36
	0.13
	0.9
	0.07
	0.049
	0.33
	0.98
	0.97
	0.9
	0.97
	1.0
	0.81
	0.65
	0.51
	0.9
	0.75
	0.3
	0.08
	0.79

	Thal_VLNcl
	0.24
	0.012
	0.2
	0.31
	0.18
	0.047
	0.63
	0.024
	0.017
	0.15
	0.83
	0.84
	0.88
	0.75
	0.81
	1.0
	0.35
	0.28
	0.87
	0.46
	0.14
	0.028
	1.0

	Sub
	0.78
	0.019
	0.69
	0.9
	0.62
	0.19
	0.75
	0.08
	0.047
	0.54
	0.6
	0.58
	0.4
	0.63
	0.65
	0.35
	1.0
	0.85
	0.4
	0.92
	0.49
	0.1
	0.3

	CA1
	0.95
	0.047
	0.87
	0.94
	0.82
	0.31
	0.58
	0.16
	0.11
	0.77
	0.46
	0.44
	0.3
	0.47
	0.51
	0.28
	0.85
	1.0
	0.3
	0.79
	0.71
	0.19
	0.21

	CA2
	0.24
	<0.01
	0.21
	0.34
	0.18
	0.039
	0.75
	0.017
	0.012
	0.15
	0.92
	0.92
	1.0
	0.85
	0.9
	0.87
	0.4
	0.3
	1.0
	0.53
	0.13
	0.019
	0.86

	CA3
	0.75
	0.031
	0.65
	0.85
	0.58
	0.2
	0.85
	0.1
	0.07
	0.52
	0.71
	0.69
	0.53
	0.75
	0.75
	0.46
	0.92
	0.79
	0.53
	1.0
	0.47
	0.12
	0.4

	CA4
	0.75
	0.15
	0.86
	0.65
	0.92
	0.61
	0.31
	0.38
	0.3
	0.93
	0.27
	0.25
	0.13
	0.26
	0.3
	0.14
	0.49
	0.71
	0.13
	0.47
	1.0
	0.41
	0.1

	Cbl_cor
	0.19
	0.66
	0.3
	0.18
	0.35
	0.85
	0.06
	1.0
	0.9
	0.34
	0.06
	0.05
	0.019
	0.047
	0.08
	0.028
	0.1
	0.19
	0.019
	0.12
	0.41
	1.0
	0.017

	Cbl_Dentncl
	0.17
	<0.01
	0.15
	0.26
	0.13
	0.028
	0.58
	0.014
	0.012
	0.11
	0.81
	0.82
	0.87
	0.71
	0.79
	1.0
	0.3
	0.21
	0.86
	0.4
	0.1
	0.017
	1.0


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus


[bookmark: _Toc236234861]Table S9: Comparison of proportional loads of small dense plaques across brain regions [%] 
Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	P_GY
	ST_GY
	T_SU
	MT_GY
	Insula
	O_GY
	O_SU
	Phip_GY
	Ent_GY
	Amyg
	Cla
	Put
	Thal_MNcl
	Thal_VLNcl
	Sub
	CA1
	CA2
	CA3
	CA4
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.72
	0.41
	0.84
	0.32
	0.23
	0.92
	0.06
	0.13
	0.016
	<0.01
	<0.01
	0.016
	0.09
	0.09
	0.89
	0.036
	0.42
	0.69
	0.76
	0.68
	0.47
	0.13

	F_SU
	0.72
	1.0
	0.66
	0.6
	0.17
	0.11
	0.7
	0.019
	0.06
	<0.01
	<0.01
	<0.01
	<0.01
	0.17
	0.047
	0.89
	0.011
	0.23
	0.92
	0.54
	0.43
	0.27
	0.23

	P_GY
	0.41
	0.66
	1.0
	0.33
	0.08
	0.049
	0.43
	<0.01
	0.019
	<0.01
	<0.01
	<0.01
	<0.01
	0.39
	0.019
	0.66
	<0.01
	0.11
	0.75
	0.3
	0.22
	0.13
	0.48

	ST_GY
	0.84
	0.6
	0.33
	1.0
	0.48
	0.36
	0.92
	0.13
	0.26
	0.05
	<0.01
	<0.01
	0.042
	0.07
	0.14
	0.78
	0.09
	0.6
	0.59
	0.9
	0.84
	0.65
	0.1

	T_SU
	0.32
	0.17
	0.08
	0.48
	1.0
	0.85
	0.46
	0.52
	0.75
	0.28
	<0.01
	0.02
	0.21
	0.011
	0.41
	0.4
	0.41
	0.84
	0.2
	0.6
	0.61
	0.82
	0.019

	MT_GY
	0.23
	0.11
	0.049
	0.36
	0.85
	1.0
	0.35
	0.66
	0.89
	0.37
	<0.01
	0.033
	0.28
	<0.01
	0.5
	0.31
	0.54
	0.72
	0.14
	0.47
	0.48
	0.68
	0.01

	Insula
	0.92
	0.7
	0.43
	0.92
	0.46
	0.35
	1.0
	0.14
	0.26
	0.06
	<0.01
	<0.01
	0.047
	0.11
	0.14
	0.84
	0.1
	0.56
	0.68
	0.84
	0.78
	0.6
	0.15

	O_GY
	0.06
	0.019
	<0.01
	0.13
	0.52
	0.66
	0.14
	1.0
	0.73
	0.66
	0.018
	0.07
	0.49
	<0.01
	0.73
	0.14
	0.84
	0.36
	0.036
	0.21
	0.19
	0.34
	<0.01

	O_SU
	0.13
	0.06
	0.019
	0.26
	0.75
	0.89
	0.26
	0.73
	1.0
	0.41
	<0.01
	0.033
	0.3
	<0.01
	0.55
	0.24
	0.6
	0.6
	0.08
	0.36
	0.36
	0.56
	<0.01

	Phip_GY
	0.016
	<0.01
	<0.01
	0.05
	0.28
	0.37
	0.06
	0.66
	0.41
	1.0
	0.06
	0.16
	0.78
	<0.01
	0.96
	0.07
	0.79
	0.16
	0.011
	0.09
	0.08
	0.15
	<0.01

	Ent_GY
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.018
	<0.01
	0.06
	1.0
	0.7
	0.13
	<0.01
	0.13
	<0.01
	0.03
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Amyg
	<0.01
	<0.01
	<0.01
	<0.01
	0.02
	0.033
	<0.01
	0.07
	0.033
	0.16
	0.7
	1.0
	0.3
	<0.01
	0.28
	<0.01
	0.1
	0.01
	<0.01
	<0.01
	<0.01
	0.01
	<0.01

	Cla
	0.016
	<0.01
	<0.01
	0.042
	0.21
	0.28
	0.047
	0.49
	0.3
	0.78
	0.13
	0.3
	1.0
	<0.01
	0.84
	0.05
	0.61
	0.13
	0.01
	0.07
	0.06
	0.12
	<0.01

	Put
	0.09
	0.17
	0.39
	0.07
	0.011
	<0.01
	0.11
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	1.0
	<0.01
	0.25
	<0.01
	0.015
	0.26
	0.07
	0.04
	0.019
	0.91

	Thal_MNcl
	0.09
	0.047
	0.019
	0.14
	0.41
	0.5
	0.14
	0.73
	0.55
	0.96
	0.13
	0.28
	0.84
	<0.01
	1.0
	0.13
	0.83
	0.3
	0.06
	0.19
	0.19
	0.29
	<0.01

	Thal_VLNcl
	0.89
	0.89
	0.66
	0.78
	0.4
	0.31
	0.84
	0.14
	0.24
	0.07
	<0.01
	<0.01
	0.05
	0.25
	0.13
	1.0
	0.11
	0.48
	0.84
	0.73
	0.67
	0.52
	0.3

	Sub
	0.036
	0.011
	<0.01
	0.09
	0.41
	0.54
	0.1
	0.84
	0.6
	0.79
	0.03
	0.1
	0.61
	<0.01
	0.83
	0.11
	1.0
	0.27
	0.023
	0.15
	0.14
	0.26
	<0.01

	CA1
	0.42
	0.23
	0.11
	0.6
	0.84
	0.72
	0.56
	0.36
	0.6
	0.16
	<0.01
	0.01
	0.13
	0.015
	0.3
	0.48
	0.27
	1.0
	0.26
	0.71
	0.74
	0.95
	0.025

	CA2
	0.69
	0.92
	0.75
	0.59
	0.2
	0.14
	0.68
	0.036
	0.08
	0.011
	<0.01
	<0.01
	0.01
	0.26
	0.06
	0.84
	0.023
	0.26
	1.0
	0.53
	0.44
	0.29
	0.32

	CA3
	0.76
	0.54
	0.3
	0.9
	0.6
	0.47
	0.84
	0.21
	0.36
	0.09
	<0.01
	<0.01
	0.07
	0.07
	0.19
	0.73
	0.15
	0.71
	0.53
	1.0
	0.93
	0.74
	0.1

	CA4
	0.68
	0.43
	0.22
	0.84
	0.61
	0.48
	0.78
	0.19
	0.36
	0.08
	<0.01
	<0.01
	0.06
	0.04
	0.19
	0.67
	0.14
	0.74
	0.44
	0.93
	1.0
	0.78
	0.06

	Cbl_cor
	0.47
	0.27
	0.13
	0.65
	0.82
	0.68
	0.6
	0.34
	0.56
	0.15
	<0.01
	0.01
	0.12
	0.019
	0.29
	0.52
	0.26
	0.95
	0.29
	0.74
	0.78
	1.0
	0.032

	Cbl_Dentncl
	0.13
	0.23
	0.48
	0.1
	0.019
	0.01
	0.15
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.91
	<0.01
	0.3
	<0.01
	0.025
	0.32
	0.1
	0.06
	0.032
	1.0


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VlNcl ventrolateral nucleus


[bookmark: _Toc236234862]Table S10: Comparison of total Aβ deposit counts/mm² between brain regions in a complete subset 
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions (n=40). Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.44
	0.013
	0.06
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	F_SU
	0.44
	1.0
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	O_GY
	0.013
	<0.01
	1.0
	0.55
	0.63
	0.24
	<0.01
	<0.01
	<0.01

	O_SU
	0.06
	<0.01
	0.55
	1.0
	0.31
	0.08
	<0.01
	<0.01
	<0.01

	Phip_GY
	<0.01
	<0.01
	0.63
	0.31
	1.0
	0.45
	<0.01
	<0.01
	<0.01

	Sub
	<0.01
	<0.01
	0.24
	0.08
	0.45
	1.0
	0.032
	<0.01
	<0.01

	CA1
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.032
	1.0
	0.13
	0.012

	Cbl_cor
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.13
	1.0
	0.36

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01
	0.012
	0.36
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum

[bookmark: _Toc236234863]Table S11: Comparison of proportional loads of cored plaques across brain regions [%] in a complete subset
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions. Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.44
	0.82
	0.49
	<0.01
	0.043
	<0.01
	<0.01
	<0.01

	F_SU
	0.44
	1.0
	0.32
	0.13
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	O_GY
	0.82
	0.32
	1.0
	0.61
	0.016
	0.07
	0.013
	<0.01
	<0.01

	O_SU
	0.49
	0.13
	0.61
	1.0
	0.06
	0.19
	0.048
	<0.01
	<0.01

	Phip_GY
	<0.01
	<0.01
	0.016
	0.06
	1.0
	0.58
	0.86
	0.29
	0.13

	Sub
	0.043
	<0.01
	0.07
	0.19
	0.58
	1.0
	0.49
	0.11
	0.048

	CA1
	<0.01
	<0.01
	0.013
	0.048
	0.86
	0.49
	1.0
	0.38
	0.18

	Cbl_cor
	<0.01
	<0.01
	<0.01
	<0.01
	0.29
	0.11
	0.38
	1.0
	0.61

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	0.13
	0.048
	0.18
	0.61
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum

[bookmark: _Toc236234864]Table S12: Comparison of proportional loads of diffuse light plaques across brain regions [%] in complete subset
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions. Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.21
	0.77
	0.43
	0.13
	0.61
	0.7
	0.73
	0.7

	F_SU
	0.21
	1.0
	0.12
	0.7
	<0.01
	0.07
	0.43
	0.43
	0.6

	O_GY
	0.77
	0.12
	1.0
	0.33
	0.24
	0.73
	0.6
	0.61
	0.6

	O_SU
	0.43
	0.7
	0.33
	1.0
	0.013
	0.15
	0.7
	0.7
	0.77

	Phip_GY
	0.13
	<0.01
	0.24
	0.013
	1.0
	0.43
	0.07
	0.1
	0.11

	Sub
	0.61
	0.07
	0.73
	0.15
	0.43
	1.0
	0.43
	0.43
	0.43

	CA1
	0.7
	0.43
	0.6
	0.7
	0.07
	0.43
	1.0
	0.95
	0.95

	Cbl_cor
	0.73
	0.43
	0.61
	0.7
	0.1
	0.43
	0.95
	1.0
	0.94

	Cbl_Dentncl
	0.7
	0.6
	0.6
	0.77
	0.11
	0.43
	0.95
	0.94
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum

[bookmark: _Toc236234865]Table 13: Comparison of proportional loads of diffuse dense plaques across brain regions [%] in complete subset
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions. Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.05
	0.79
	0.21
	0.35
	0.79
	0.36
	0.79
	<0.01

	F_SU
	0.05
	1.0
	0.12
	0.62
	<0.01
	0.12
	0.42
	0.18
	<0.01

	O_GY
	0.79
	0.12
	1.0
	0.33
	0.22
	0.99
	0.53
	0.99
	<0.01

	O_SU
	0.21
	0.62
	0.33
	1.0
	0.015
	0.33
	0.79
	0.36
	<0.01

	Phip_GY
	0.35
	<0.01
	0.22
	0.015
	1.0
	0.22
	0.05
	0.27
	0.018

	Sub
	0.79
	0.12
	0.99
	0.33
	0.22
	1.0
	0.53
	0.99
	<0.01

	CA1
	0.36
	0.42
	0.53
	0.79
	0.05
	0.53
	1.0
	0.58
	<0.01

	Cbl_cor
	0.79
	0.18
	0.99
	0.36
	0.27
	0.99
	0.58
	1.0
	<0.01

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	0.018
	<0.01
	<0.01
	<0.01
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum

[bookmark: _Toc236234866]Table S14: Comparison of proportional loads of compact plaques across brain regions [%] in complete subset
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions. Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.16
	0.96
	0.18
	0.029
	0.026
	0.038
	<0.01
	<0.01

	F_SU
	0.16
	1.0
	0.14
	0.96
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	O_GY
	0.96
	0.14
	1.0
	0.17
	0.034
	0.029
	0.044
	<0.01
	<0.01

	O_SU
	0.18
	0.96
	0.17
	1.0
	<0.01
	<0.01
	<0.01
	<0.01
	<0.01

	Phip_GY
	0.029
	<0.01
	0.034
	<0.01
	1.0
	0.96
	0.96
	0.08
	0.014

	Sub
	0.026
	<0.01
	0.029
	<0.01
	0.96
	1.0
	0.96
	0.09
	0.014

	CA1
	0.038
	<0.01
	0.044
	<0.01
	0.96
	0.96
	1.0
	0.08
	0.014

	Cbl_cor
	<0.01
	<0.01
	<0.01
	<0.01
	0.08
	0.09
	0.08
	1.0
	0.38

	Cbl_Dentncl
	<0.01
	<0.01
	<0.01
	<0.01
	0.014
	0.014
	0.014
	0.38
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum

[bookmark: _Toc236234867]Table S15: Comparison of proportional loads of cerebral amyloid angiopathy (CAA) across brain regions [%] in complete subset
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions. Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.25
	0.68
	0.24
	0.69
	0.76
	0.95
	0.43
	0.47

	F_SU
	0.25
	1.0
	0.46
	0.83
	0.43
	0.34
	0.3
	0.76
	0.11

	O_GY
	0.68
	0.46
	1.0
	0.34
	0.94
	0.83
	0.69
	0.72
	0.32

	O_SU
	0.24
	0.83
	0.34
	1.0
	0.34
	0.3
	0.24
	0.68
	0.1

	Phip_GY
	0.69
	0.43
	0.94
	0.34
	1.0
	0.89
	0.72
	0.69
	0.34

	Sub
	0.76
	0.34
	0.83
	0.3
	0.89
	1.0
	0.81
	0.66
	0.34

	CA1
	0.95
	0.3
	0.69
	0.24
	0.72
	0.81
	1.0
	0.46
	0.47

	Cbl_cor
	0.43
	0.76
	0.72
	0.68
	0.69
	0.66
	0.46
	1.0
	0.24

	Cbl_Dentncl
	0.47
	0.11
	0.32
	0.1
	0.34
	0.34
	0.47
	0.24
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum

[bookmark: _Toc236234868]Table S16: Comparison of proportional loads of small dense plaques across brain regions [%] in complete subset
Complete subset is defined as all cases with completed Aβ staining in the listed nine brain regions. Kruskal-Wallis tests and Dunn’s post hoc analysis with FDR Benjamini-Hochberg correction for multiple testing. Regions are indicated with background colors, significant, false discovery rate corrected p-values are labeled in green font color.
	
	MF_GY
	F_SU
	O_GY
	O_SU
	Phip_GY
	Sub
	CA1
	Cbl_cor
	Cbl_Dentncl

	MF_GY
	1.0
	0.92
	0.12
	0.34
	0.17
	0.12
	0.21
	0.21
	0.68

	F_SU
	0.92
	1.0
	0.17
	0.45
	0.21
	0.12
	0.26
	0.27
	0.57

	O_GY
	0.12
	0.17
	1.0
	0.7
	0.9
	0.9
	0.9
	0.9
	0.12

	O_SU
	0.34
	0.45
	0.7
	1.0
	0.84
	0.55
	0.84
	0.84
	0.17

	Phip_GY
	0.17
	0.21
	0.9
	0.84
	1.0
	0.84
	0.98
	0.98
	0.12

	Sub
	0.12
	0.12
	0.9
	0.55
	0.84
	1.0
	0.84
	0.84
	0.12

	CA1
	0.21
	0.26
	0.9
	0.84
	0.98
	0.84
	1.0
	0.98
	0.12

	Cbl_cor
	0.21
	0.27
	0.9
	0.84
	0.98
	0.84
	0.98
	1.0
	0.12

	Cbl_Dentncl
	0.68
	0.57
	0.12
	0.17
	0.12
	0.12
	0.12
	0.12
	1.0


Cbl cerebellum, cor cortex, Dentncl dentate nucleus, F frontal, GY gyrus, MF middle frontal, O occipital, Phip parahippocampal, SU sulcus, Sub subiculum



[bookmark: _Toc236234869]Table S17: Explanation of column names of the separate supplementary csv Table S18
The supplementary csv table is intended to serve as a template for correlating new cross-regional data with the data collected here on a cohort-specific basis. The first few columns characterize the (sub-)cohort, while the subsequent columns contain the mean or median regional Aβ deposit counts per mm² for each of these sub-cohorts.
	Column name
	Description

	label
	Given name to describe the cohort subgroup

	sex
	f = female, m = male

	Age_at_onset, Disease_duration_years, Age_at_death
	Stated in years

	ApoE4
	0 = no ApoE4 allele, 1 = at least one ApoE4 allele

	genetics
	PSEN1 = familial Alzheimer’s disease cases with PSEN1 mutation, Sporadic = Alzheimer’s disease case with a reported age of onset >65 years and an inconspicuous whole genome sequencing for Alzheimer’s disease-related variants

	aSyn_type
	0 = no α-synuclein co-pathology, 1 = amygdala predominant α-synunclein co-pathology, 2 = brainstem predominant α-synuclein co-pathology, 3 = disseminated, cortical α-synuclein co-pathology

	TDP43_pos
	0 = no TDP43 co-pathology detected, 1 = TDP43 co-pathology was detected

	Statistic
	The following columns show the mean or median values of the cohort

	n
	Shows how many cases in the cohort fulfill the criteria which were defined in the columns before. As not every region was available for every case, the mean or median for a specific region might be calculated with less cases. 

	Region_count_class_mm2
	Shows the mean or median of how many Aβ deposits from all classes (all) or from specific classes, i.e. cored, diffuse light (difflight), diffuse dense (diffdense), compact, cerebral amyloid angiopathy (CAA) or small dense (smalldense) plaques were detected per mm² in the subcohort defined in the columns before, restricted by a reduced availability of stains in some brain regions.
List of abbreviated brain regions: ['MF_GY', 'F_SU', 'P_GY', 'ST_GY', 'T_SU', 'MT_GY', 'Insula', 'O_GY', 'O_SU', 'Phip_GY', 'Ent_GY', 'Amyg', 'Cla', 'Put', 'Tha_MNcl', 'Tha_VLNcl', 'Sub', 'CA1', 'CA2', 'CA3', 'CA4', 'Cbl_cor', 'Cbl_Ncl']
List of abbreviated classes: ['all', 'cored', 'difflight', 'diffdense', 'compact', 'CAA', 'smalldense']


Amyg amygdala, Cbl cerebellum, Cla claustrum, cor cortex, Dentncl dentate nucleus, Ent entorhinal, F frontal, GY gyrus, MF middle frontal, MNcl medial nucleus, MT middle temporal, O occipital, P parietal, Phip parahippocampal, Put putamen, ST superior temporal, SU sulcus, Sub subiculum, T temporal, Thal thalamus, VLNcl ventrolateral nucleus
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