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Supplementary Fig. S1. Distribution of ACMG Classifications for Missense Mutation by Wild-Type Amino Acid where P (dark red), LP (pink), VUS (blue), LB (light green), B (dark green) Pathogenic (P), Likely Pathogenic (LP), Variant of Uncertain Significance (VUS), Likely Benign (LB), and Benign (B)
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