Supplementary Table 1. Area under the ROC curve of CSF and clinical biomarkers for clinical outcomes in the two cohorts

	Variable
	Prospective cohort (n = 39)
	Retrospective cohort (n = 76)

	
	OTNW

	In-hospital outcome
	Final outcome
	OTNW

	In-hospital outcome
	Final outcome

	GFAP
	0.58 (0.42–0.74)
	0.74 (0.58–0.87)
	0.72 (0.55–0.85)
	0.73 (0.62–0.83)
	0.69 (0.57–0.79)
	0.69 (0.58–0.80)

	S100B
	0.65 (0.47–0.79)
	0.71 (0.55–0.85)
	0.73 (0.55–0.85)
	0.79 (0.68–0.87)
	0.72 (0.61–0.82)
	0.71 (0.60–0.81)

	NSE
	0.78 (0.61–0.89)
	0.79 (0.64–0.91)
	0.68 (0.50–0.81)
	Not done
	Not done
	Not done

	Total tau
	0.68 (0.50–0.81)
	0.74 (0.58–0.87)
	0.72 (0.55–0.85)
	0.76 (0.65–0.85)
	0.75 (0.64–0.84)
	0.70 (0.60–0.81)

	pNF-H
	0.71 (0.56–0.85)
	0.73 (0.55–0.85)
	0.56 (0.40–0.72)
	0.69 (0.58–0.80)
	0.72 (0.61–0.82)
	0.69 (0.58–0.80)

	PC1 Z-score
	0.69 (0.52–0.83)
	0.80 (0.64–0.91)
	0.69 (0.52–0.83)
	0.81 (0.70–0.89)
	0.80 (0.70–0.89)
	0.79 (0.68–0.87)

	Admission GCS score
	0.54 (0.37– 0.70)
	0.60 (0.42–0.74)*
	0.63 (0.47–0.79)*
	0.77 (0.67–0.86)*
	0.76 (0.65–0.85)*
	0.73 (0.62–0.83)*

	Lowest GCS score
	Not applicable
	0.68 (0.50–0.81)*
	0.70 (0.52–0.83)*
	No data
	No data
	No data

	Predicted mortality
	0.44 (0.28–0.60)
	0.59 (0.42–0.74)
	0.74 (0.58–0.87)
	0.75 (0.64–0.84)
	0.83 (0.73–0.91)
	0.79 (0.68–0.87)



Data presented as AUC with 95% CI. * = Higher GCS score predictive of good outcome. GCS = Glasgow coma scale; GFAP = glial fibrillary acidic protein; NSE = neuron-specific enolase; OTNW = on-treatment neurological worsening; pNF-H = phosphorylated neurofilament-heavy; PC1 = principal component 1


Supplementary Table 2. Correlation matrix of various CSF biomarkers in the two cohorts
	
	Prospective cohort (n = 39)

	
	GFAP
	S100B
	NSE
	Total tau
	pNF-H

	GFAP
	1
	0.716
< 0.001
	0.499
0.001
	0.485
0.002
	0.439
0.005

	S100B
	0.614
< 0.001
	1
	0.599
< 0.001
	0.526
0.001
	0.447
0.004

	NSE
	NA
	NA
	1
	0.827
< 0.001
	0.585
< 0.001

	Total tau
	0.362
0.001
	0.600
< 0.001
	NA
	1
	0.436
0.006

	pNF-H
	0.357
0.002
	0.370
0.001
	NA
	0.194
0.094
	1

	
	Retrospective cohort (n = 76)




Data presented as correlation coefficients (r) with P values (italicized). Shaded cells represent the correlation in the prospective cohort. Other cells are for the retrospective cohort. GFAP = glial fibrillary acidic protein; NA = not applicable; NSE = neuron-specific enolase; pNF-H = phosphorylated neurofilament-heavy

