Table 1. Clinical characteristics of the two patient cohorts
	Characteristic
	Prospective cohort (n = 39)
	Retrospective cohort (n = 76)
	P value

	Age, years*
	38.2 ± 18.6
	35.6 ± 14.6
	0.462

	Male sex
	21 (54%)
	41 (54%)
	0.992

	Duration of symptoms, days†
	10 (7–15)
	20 (14–50)
	< 0.001

	TB treatment in the past
	4 (10%)
	4 (5%)
	0.441

	GCS score at admission†
	11 (10–13)
	12 (10–14)
	0.219

	Focal neurological deficit
	2 (5%)
	9 (12%)
	0.328

	Modified MRC stage I
                           stage II
                           stage III
	3 (8%)
18 (46%)
18 (46%)
	18 (24%)
34 (45%)
24 (32%)
	0.076

	Cranial nerve palsy
	1 (3%)
	21 (28%)
	0.001

	Papilledema
	7 (18%)
	12 (16%)
	0.768

	Hydrocephalus
	23 (59%)
	28 (37%)
	0.024

	Brain infarcts
	9 (23%)
	18 (24%)
	0.942

	CSF leukocyte count, cells/μL†
	120 (50–380)
	195 (80–345)
	0.247

	CSF lymphocyte percentage*
	79.4 ± 17.4
	74.5 ± 28.6
	0.255

	CSF glucose, mg/dL*
	40.5 ± 26.9
	34.8 ± 18.1
	0.235

	CSF albumin, mg/L†
	423 (263–656)
	--
	

	CSF protein, mg/dL
	--
	126 (92–183)
	

	Diagnostic category
     - Definitive
     - Probable
     - Possible
	
12 (31%)
17 (44%)
10 (26%)
	
7 (9%)
33 (43%)
36 (47%)
	0.006

	Time to treatment initiation, days†
	2 (2–4)
	2 (1–3)
	0.122

	Adjunctive steroids
	39 (100%)
	75 (99%)
	--

	CSF drainage procedures
	11 (28%)
	21 (28%)
	0.948

	On-treatment neurological worsening
	7 (18%)
	32 (42%)
	0.010

	Predicted 9 month mortality (%)†
	18.0 (9.2–28.1)
	10.7 (8.0–21.5)
	0.087

	MRS at discharge†
	2 (1–4)
	3 (2–6)
	0.005

	MRS on follow-up†
	2 (1–6)
	3 (1.5–6)
	0.324

	Deaths - Total
      - In-hospital
      - Post-discharge
	14 (36%)
6 (15%)
8 (21%)
	30 (39%)
20 (26%)
10 (13%)
	0.709



* = data presented as mean±SD; † = data presented as median(IQR); all other data presented as n(%).
CSF = cerebrospinal fluid; GCS = Glasgow coma scale; MRC = medical research council; MRS = modified Rankin scale


Table 2. Correlation of biomarkers and principal components with Glasgow coma scale and modified Rankin scores in the two cohorts
	Variable
	Prospective cohort (n = 39)
	Retrospective cohort (n = 76)

	
	Admission GCS
	Lowest GCS
	MRS discharge
	MRS follow-up
	Admission GCS
	MRS discharge
	MRS follow-up

	GFAP
	-0.291
0.072
	-0.410
0.010
	0.357
0.026
	0.327
0.042
	-0.228
0.048
	0.421
<0.001
	0.401
<0.001

	S100B
	-0.246
0.130
	-0.271
0.095
	0.195
0.235
	0.137
0.406
	-0.548
<0.001
	0.524
<0.001
	0.491
<0.001

	NSE
	-0.331
0.040
	-0.480
0.002
	0.564
<0.001
	0.311
0.054
	Not done
	Not done
	Not done

	Total tau
	-0.312
0.053
	-0.399
0.012
	0.469
0.003
	0.271
0.095
	-0.132
0.255
	0.399
<0.001
	0.363
0.001

	pNF-H
	-0.146
0.374
	-0.300
0.064
	0.483
0.002
	0.105
0.524
	-0.487
<0.001
	0.316
0.005
	0.284
0.013

	PC1 Z-score
	-0.334
0.038
	-0.465
0.003
	0.514
0.001
	0.290
0.073
	-0.480
<0.001
	0.557
<0.001
	0.518
<0.001

	PC2 Z-score
	0.004
0.983
	0.059
0.720
	-0.264
0.104
	0.002
0.993
	0.256
0.026
	-0.014
0.908
	-0.017
0.887



Data presented as correlation coefficients (r) with P values (italicized). CSF = cerebrospinal fluid; GCS = Glasgow coma scale; MRS = modified Rankin scale; GFAP = glial fibrillary acidic protein; NSE = neuron-specific enolase; pNF-H = phosphorylated neurofilament-heavy; PC1 = principal component 1; PC2 = principal component 2


Table 3. Comparison of biomarkers and principal components by clinical outcomes in the two cohorts
	Variable
	Prospective cohort (n = 39)
	Retrospective cohort (n = 76)

	
	OTNW

	In-hospital outcome
	Final outcome
	OTNW

	In-hospital outcome
	Final outcome

	
	No (n = 32)
	Yes (n = 7)
	Good (n = 23)
	Poor (n = 16)
	Good (n = 20)
	Poor (n = 19)
	No (n = 44)
	Yes (n = 32)
	Good (n = 26)
	Poor (n = 50)
	Good (n = 37)
	Poor (n = 39)

	GFAP, ng/mL

P value
	10.75 (1.80—27.24)
	16.36 (1.46—47.19)
	4.37 (1.21—16.36)
	24.04 (8.68—44.02)
	2.01 (1.07—23.54)
	18.26 (4.66—44.51)
	0.91 (0.30—3.65)
	7.46 (1.03—44.60)
	0.65 (0.31—2.65)
	3.65 (0.68—22.08)
	0.92 (0.37—3.05)
	7.11 (0.62—40.25)

	
	0.510
	0.011
	0.020
	< 0.001
	0.007
	0.004

	S100B, pg/mL
P value
	272 (230—445)
	469 (281—875)
	262 (208—361)
	414 (268—839)
	250 (202—288)
	390 (277—804)
	250 (143—398)
	703 (399—1945)
	250 (128—395)
	525 (263—1462)
	305 (168—403)
	668 (283—2268)

	
	0.227
	0.030
	0.012
	< 0.001
	0.001
	0.001

	NSE, ng/mL

P value
	5.53 (2.14—9.28)
	18.57 (5.27—27.51)
	4.14 (1.63—9.11)
	13.26 (7.05—24.09)
	4.32 (2.14—8.80)
	9.33 (3.34—18.57)
	Not done
	Not done
	Not done
	Not done
	Not done
	Not done

	
	0.021
	0.002
	0.062
	--
	--
	--

	Total tau, pg/mL
P value
	232 (92—450)
	302 (272—802)
	183 (50—284)
	357 (233—660)
	165 (47—359)
	280 (234—538)
	577 (235—1167)
	1635 (913—3032)
	474 (232—826)
	1313 (574—2680)  
	650 (254—1109)
	1480 (521—3355)

	
	0.143
	0.011
	0.021
	< 0.001
	< 0.001
	0.002

	pNF-H, pg/mL

P value
	5384 (3148—9611)
	8892 (5583—13237)
	5357 (1451—7991)
	10569 (4836—12623)
	5470 (2256—9611)
	6008 (3297—11509)
	3114 (1402—6066)
	6754 (3318—11192)
	2459 (1184—4282)
	6066 (2548—10863)
	2879 (1486—5716)
	6366 (2548—11657)

	
	0.085
	0.017
	0.518
	0.004
	0.002
	0.004

	PC1 Z-score

P value
	-0.76 (-1.34 to 0.58)
	0.75 (-0.95 to 2.38)
	-0.91 (-1.54 to -0.49)
	0.76 (-0.60 to 1.43)
	-0.81 (-1.55 to -0.12)
	0.03 (-0.91 to 1.09)
	-0.81 (-1.03—0.56)
	-0.08 (-0.66-1.79)
	-0.90 (-1.09 to -0.64)
	-0.42 (-0.74-1.36)
	-0.82 (-1.01 to -0.61)
	-0.17 (-0.73 to 1.75)

	
	0.116
	0.002
	0.046
	< 0.001
	< 0.001
	< 0.001

	PC2 Z-score

P value
	0.02 (-0.45 to 0.46)
	-0.41 (-0.99 to 0.42)
	0.01 (-0.41 to 0.34)
	-0.23 (-0.85 to 0.50)
	-0.13 (-0.52 to 0.15)
	0.02 (-0.41 to 0.60)
	-0.04 (-0.15 to 0.08) 
	0.09 (-0.27 to 0.23)
	-0.02 (-0.13 to 0.08)
	-0.05 (-0.25 to 0.22)
	-0.02 (-0.13 to 0.09)
	-0.01 (-0.25 to 0.24)

	
	0.213
	0.424
	0.555
	0.535
	0.965
	0.897

	GCS score

P value
	11.5 (9—13)
	11 (10—13)
	12 (10—14)
	11 (9.5—12.5)
	12 (10.5—13.5)
	10 (9—13)
	13.5 (12—15)
	10 (8.5—12)
	14 (12—15)
	10.5 (9—13)
	13 (12—15)
	10 (9—13)

	
	0.754
	0.307
	0.148
	< 0.001
	< 0.001
	< 0.001



Data presented as median (IQR) with P values (italicized). GCS = Glasgow coma scale; GFAP = glial fibrillary acidic protein; NSE = neuron-specific enolase; OTNW = on-treatment neurological worsening; pNF-H = phosphorylated neurofilament-heavy; PC1 = principal component 1; PC2 = principal component 2
