Supplementary Figure 1. Distribution of nodal metastatic burden according to molecular subtype in patients with lymphovascular space invasion
[bookmark: _GoBack]Distribution of nodal metastatic burden according to molecular subtype among patients with lymphovascular space invasion. DNA polymerase epsilon-mutated (POLEmut) tumors remained associated with a substantially lower frequency of macrometastatic lymph node metastasis than mismatch repair-deficient (MMRd), no specific molecular profile (NSMP), and p53-abnormal (p53abn) tumors despite restriction of the analysis to patients with lymphovascular space invasion. 
















