Supplementary Tables S1-S2: Guide for reviewers
This document provides a concise guide to the two multi-sheet supplementary Excel workbooks submitted with the manuscript. Each workbook contains a README worksheet as its first sheet, followed by the complete machine-readable analysis outputs.
Supplementary files
	File
	Recommended filename
	Primary content

	Supplementary Table S1
	Supplementary Table S1. Participant- and atlas-level structural connectome results
	Participant-, atlas-, node-, hub-, distribution-, and leave-one-out analysis outputs.

	Supplementary Table S2
	Supplementary Table S2 Network System and Workflow Sensitivity Analyses
	ROI mapping, network/system analyses, workflow robustness, cross-atlas consistency, hub frequency, and leave-one-out outputs.


Supplementary Table S1. De-identified participant- and atlas-level structural connectome results
This workbook contains de-identified participant-level and group-level structural-connectome outputs across five anatomical parcellations. It includes participant-level degree summaries, global graph comparisons, degree-distribution modelling, nodewise analyses, hub-related analyses, degree-based hub-disruption outputs, and leave-one-out sensitivity results.
Key interpretation points
1. The workbook contains de-identified study-specific participant identifiers only.
2. Control identifiers use the PatientIDD01xx series; asymptomatic TMD identifiers use the PatientIDD02xx series.
3. Positive Cliff's delta values indicate higher values in controls; negative values indicate higher values in the asymptomatic TMD group.
4. Benjamini-Hochberg q values are reported within the corresponding analysis families.
5. Leave-one-out analyses are sensitivity analyses and do not represent independent replication.
Supplementary Table S2. Network-, system-, and workflow-sensitivity analyses
This workbook contains the ROI-to-network mapping, end-region and pass-region global comparisons, within-network and anatomical-system analyses, workflow-robustness classifications, cross-atlas consistency measures, hub-frequency analyses, and leave-one-out sensitivity outputs.
Key interpretation points
1. The end-region workflow is the primary connectivity definition.
2. The pass-region workflow is an analytical sensitivity analysis using the same participants and diffusion data.
3. Network and system assignments are predefined analytical groupings and should not be interpreted as direct measurements of functional activity.
4. The ROI mapping worksheet is a mapping resource; graph-analysis matrix dimensions should be interpreted from the corresponding analysis sheets and manuscript Methods.
5. Cross-workflow agreement indicates analytical robustness within the same dataset, not independent replication.
Common conventions
	Term
	Meaning

	Groups
	Control = healthy controls; TMD = participants with asymptomatic MRI-confirmed temporomandibular joint disc displacement.

	Edge weight
	Number of reconstructed streamlines assigned to each undirected connection.

	Primary workflow
	end_region: streamline endpoints assigned to anatomical regions.

	Sensitivity workflow
	pass_region: streamlines traversing anatomical regions, irrespective of endpoint location.

	Effect size direction
	Positive Cliff's delta indicates Control > TMD; negative Cliff's delta indicates TMD > Control.

	Missing values
	Blank or NA cells indicate that a result was not available, not applicable, or not estimable.



Privacy note. The supplementary workbooks contain de-identified derived data only. The original identifier-to-anonymous-ID correspondence is not included.

