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[bookmark: _GoBack]Figure S1. Manhattan plots and quantile–quantile (Q–Q) plots of GWAS for KFC across six models. 
A–D: MLM; E–H: MLMM; I–L: FarmCPU; M–P: BLINK; Q–T: SUPER; U–X: 3VmrMLM single-environment; Y: 3VmrMLM multi-environment. For each model, results are shown in the order: 2011, 2012, 2013, and BLUP. The horizontal dashed line in Manhattan plots indicates the significance threshold: -log10(p) > 5.7 for MLM, MLMM, FarmCPU, BLINK, and SUPER (panels A–T), and LOD > 3.0 for 3VmrMLM (panels U–Y).
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