


Supplementary Figures
Fig. S1. Time course of conidial germination during interaction with A. castellanii.
Fig. S2. Amoebicidal activity of individual cell-free supernatant fractions.
Fig. S3. Volcano plot of differentially expressed genes in B. bassiana.
Fig. S4. PHI-base virulence-associated genes differentially expressed in B. bassiana (A, B, C).
Fig. S5. Functional map of oosporein and beauveriolide cluster genes.
Fig. S6. Expression heatmap of oosporein- and beauveriolide-cluster genes.
Fig. S7. Volcano plot of differentially expressed genes in A. castellanii.
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