Table S1 Genotyping outcome by method and cross-tabulation of APOE genotype as determined by CVD Strip Assay versus real-time PCR (YZYMED) among 28 validation-subset samples
(A) Genotyping outcome by method (n = 28)
	Outcome
	n
	%

	Valid result on CVD Strip Assay
	23
	82.1

	Strip Assay failure, completed by real-time PCR
	5
	17.9

	Total genotyped
	28
	100.0



(B) Cross-tabulation of genotype: Strip Assay vs real-time PCR, among 23 samples with valid result on both assays
	Strip Assay genotype
	ε2/ε3
	ε3/ε3
	ε3/ε4
	Row total

	ε2/ε3
	3
	4
	0
	7

	ε2/ε4
	1
	2
	2
	5

	ε3/ε3
	1
	2
	0
	3

	ε3/ε4
	0
	3
	3
	6

	ε4/ε4
	0
	2
	0
	2

	Column total
	5
	13
	5
	23


Overall concordance = 8/23 (34.8%); Cohen's κ = 0.19 (slight agreement); χ² = 9.96, df = 8, p = 0.268 (chi-square test; interpret cautiously given sparse cell counts). Five samples with Strip Assay failure are excluded from panel (B) and shown separately in panel (A).
Table S2 Demographic characteristics of CHD cases and controls in the validation subset (n = 28)
	Characteristic
	CHD cases (n=14)
	Controls (n=14)
	p-value

	Age, years (mean ± SD)
	64.2 ± 16.6
	35.9 ± 9.5
	<0.001*

	Male, n (%)
	9 (64.3%)
	6 (42.9%)
	0.449†

	Female, n (%)
	5 (35.7%)
	8 (57.1%)
	


*Welch's t-test (Mann-Whitney U p < 0.001, concordant). †Fisher's exact test.







Table S3 APOE genotype distribution among CHD cases and controls in the validation subset (n = 28)
	APOE genotype
	CHD cases (n=14)
	Controls (n=14)
	Total

	ε2/ε3
	5 (35.7%)
	3 (21.4%)
	8

	ε2/ε4
	3 (21.4%)
	2 (14.3%)
	5

	ε3/ε3
	0 (0.0%)
	6 (42.9%)
	6

	ε3/ε4
	4 (28.6%)
	3 (21.4%)
	7

	ε4/ε4
	2 (14.3%)
	0 (0.0%)
	2

	Total
	14
	14
	28



χ² = 8.84, df = 4, p = 0.065 (chi-square test; expected counts as low as 1.0 in some cells, so interpret cautiously—Fisher's exact test recommended for confirmatory analysis with a larger sample).

Table S4 APOE ε4-allele carrier status among CHD cases and controls in the validation subset
	ε4 allele status
	CHD cases (n=14)
	Controls (n=14)

	Carries ≥ 1 ε4 allele (ε2/ε4, ε3/ε4 or ε4/ε4)
	9 (64.3%)
	5 (35.7%)

	No ε4 allele (ε2/ε2, ε2/ε3 or ε3/ε3)
	5 (35.7%)
	9 (64.3%)



Odds ratio (case vs control) = 3.24; Fisher's exact test p = 0.257.
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