S3 Table. Biomarker analysis for prediction of immuno-chemotherapy benefit (genonic subset n=67)
	Variable
	n (%)
	Interaction HRa)
(95% CI)
	Interaction 
p

	KRAS mutation
	52 (77.6%)
	0.21 (0.04–1.23)
	0.084

	TP53 mutation
	43 (64.2%)
	0.19 (0.05-0.75)
	0.018

	KRAS/TP53 co-mutation
	42 (62.7%)
	0.23 (0.06–0.91)
	0.037


a) Interaction HR < 1 indicates greater benefit from immuno-chemotherapy in mutated vs. wild-type patients.
