Supplementary Information

Supplementary Figures

Figure S1: The flowchart of the entire study.

Figure S2. Kaplan-Meier survival curves based on 5 BM-related lncRNA. (A) SFTA3, (B) SNHG3, (C) MIR205HG, (D) TMEM105, and (E) HHLA3 relationship with the prognosis of IPF patients.

Figure S3. Validation of the risk score within the test cohort. (A) Kaplan-Meier survival curves based on risk score groups. (B) PCA analysis between high-risk and low-risk groups in the test cohort. (C) The ROC curve for the risk score is based on the 1-year and 3-year overall survival. (D-E) Ranked dot and scatter plots depict risk scores’ distribution and patient survival. (F) Expression patterns of 5 lncRNAs as measured by risk scores.

Figure S4. Validation of the risk score within the training cohort. (A) Kaplan-Meier survival curves based on risk score groups. (B) PCA analysis between high-risk and low-risk groups in the training cohort. (C) The ROC curve for the risk score is based on the 1-year and 3-year overall survival. (D-E) Ranked dot and scatter plots depict risk scores’ distribution and patient survival. (F) Expression patterns of 5 lncRNAs as measured by risk scores.

Figure S5. Displaying the Schoenfeld test results to validate the proportional hazard assumption of the model.

Supplementary Tables

Table S1: Clinical information of 176 IPF patients.

Table S2: A summary of 160 genes associated with Basement Membrance.

Table S3: The univariate Cox regression analysis of identifying 34 genes related to IPF prognosis.

Table S4: LASSO regression coefficients of 9 BM-related lncRNAs.

Table S5: Nomogram Cox Regression with Proportional

Table S6: GSVA enrichment analysis reveals the activation



