Supplemental Tables

Supplemental Table 1. 
	Cell-type-specific marker genes included in HSC, GMP, MEP, MLP, ETP and ProB.

	HSC
	GMP
	ETP
	MEP
	MLP
	ProB

	CRHBP
	MPO
	SPC25
	PKIG
	DDX17
	CD79B

	TFPI
	C1QTNF4
	CENPM
	CTNNBL1
	RERE
	LTB

	HOPX
	CFD
	CDKN3
	TPM1
	
	CD79A

	HMGA2
	HCST
	CDCA5
	PLIN2
	
	RBM38

	IDS
	IGFBP7
	ASF1B
	GMPR
	
	DNTT

	
	MGST1
	GINS2
	PDZD8
	
	CYGB

	
	CLEC11A
	RRM1
	BLVRB
	
	NPY

	
	TYROBP
	
	SLC40A1
	
	FOXP1

	
	CALR
	
	CYTL1
	
	

	
	CYBA
	
	GATA2
	
	

	
	RNASE2
	
	
	
	


Supplemental Table 2

[image: image1.png]Supplemental Table 2. Clinical information of AML patients for flow cytometry.

Age ::flﬁ Hemoglobi Pi:?;:t Periphera m]::::w FAB Chromosome Induction
Sex |(years o n o 1blasts classificatio Fusion gene Mutation . ELN risk stratification Response
(x10°/L (x10°/L o blasts karyotyping chemotherapy
) ) (g/L) ) (%) (%) n
20-46, XY, -5, der(7),
AMLI11| Male | 53 | 252 71 38 85 69 M4b negative TP53, NRAS +11, dex(17), -22/ 46, Adverse A NR
XY
. . decitabine + low dose
AMLI12 [Female| 66 |382.48 92 59 96 92 M5 negative wTI1 46, XX, der(9) Intermediate abine NR
AML13 [Female| 50 | 1623 | 77 16 | 85 o1 Ms AML-ETO JaK2, LT3 |4706 1821(622:022) Favorable A NR
AML14| Male | 65 | 1042 75 54 73 90 Ms negative TET2, CEBPA 46, XY Favorable d“"“b‘“g A* é“’lf dose | R
. DNMT34, NPM1, . decitabine + half dose
AML15| Male 63 | 174.53 75 42 93 91 M5 negative FLT3-ITD 46, XY Intermediate CAG NR
) NPM], FLT3-ITD, )
AMLI16 [Female| 63 11.24 81 69 61 67 M5 negative CBL, DNMT34 NA Intermediate HAA NR
AML21| Male | 42 | 17.05 | 103 25 66 30 M4Eo AML-ETO negative 46, X, Y, Favorable A CR
) 1(8;21)(q22;922)
AML22| Male | 64 | 36.54 116 29 95 89 M5 negative CEBPA, NRAS, WTI 46, XY Favorable “j:g‘g:f; CR
AML23| Male | 56 | 1.81 118 207 6 53 Ms negative CEBPA 47, XY, 421146, XY Favorable d“"“b‘“g A* é“’lf dose | p
NUP98-(HoxA 13,
HoxCl1, HoxDI3, low . . i
AML24 |Female| 51 | 43.45 97 53 80 66 Mab | eean1, |UZAFL FLT3-ITD'> |46, XX, (7:11)@15p15) Intermediate A CR
PMX1)
AML25| Male | 53 | 3.01 9% 51 81 87 M2a AML-ETO negative 45, %, Favorable A CR
! & 1821)(q22;922) v
AML26| Male | 41 | 9.45 114 10 86 7 M5 negative CEBPA 46, XY, 30)@22) Favorable HA CR

Abbreviations: AML, acute myeloid leukemia; WBC, white blood cell; FAB, French-American-British; IA, idarubicine+cytarabine; HA, homoharringtonine+cytarabine; HAA, homoharringtonine+aclarubicin+cytarabine; CAG,

cytarabine+aclarubicin+G-CSF; CR, complete remission; NR, none remission, NA, not available.





Supplemental Figures
Supplemental Figure 1. tSNE visualization of cells from malignant-like cell population (10 clusters) (left) and normal-like cell population (7 clusters) (right). 
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Supplemental Figure 2. InferCNVs of single cells from 6 newly diagnosed AML patients compared with 4 healthy controls. 
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Supplemental Figure 3. Heatmap of differentially expressed genes (DEGs) related with poor-prognosis between resistant and sensitive groups in each malignant-like cluster as measured by average log fold change.
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