Movies:
Movie 1: ONS-76 LA-eGFP cells in complete growth medium exposed to DMSO.  Example tracking analysis movie showing detected objects and corresponding tracks fading over time color coded according to track ID (different color indicates different object). Blinking red circles indicates bad tracks (or fragments) not fulfiling the exclusion criteria for further analysis (60 min duration). Time stamp in hours:minutes.
Movie 2: ONS-76 LA-eGFP cells in complete growth medium exposed to 1 µM famlasertib. Example tracking analysis movie showing detected objects and corresponding tracks fading over time color coded according to track ID (different color indicates different object). Blinking red circles indicates bad tracks (or fragments) not fulfiling the exclusion criteria for further analysis (60 min duration). Time stamp in hours:minutes.
Movie 3: UW228 LA-eGFP cells in complete growth medium exposed to DMSO. Example tracking analysis movie showing detected objects and corresponding tracks fading over time color coded according to track ID (different color indicates different object). Blinking red circles indicates bad tracks (or fragments) not fulfiling the exclusion criteria for further analysis (60 min duration). Time stamp in hours:minutes.
Movie 4: ONS-76 LA-eGFP cells in complete growth medium exposed to 1 µM famlasertib.  Example tracking analysis movie showing detected objects and corresponding tracks fading over time color coded according to track ID (different color indicates different object). Blinking red circles indicates bad tracks (or fragments) not fulfiling the exclusion criteria for further analysis (60 min duration). Time stamp in hours:minutes.

Tables:
Supplementary Table 1:
Comparison of a phosphosite alterations in DMSO control D425 cells + bFGF compared to DMSO control cells – bFGF (FDR ≤ 0.05 and log₂FC ≥ 0.6 or ≤ −0.6). Comparison: DMSO + bFGF vs DMSO – bFGF. Treatments: Starvation:18h, bFGF: 50 ng/mL, 5 min
Supplementary Table 2:
Significantly (FDR ≤ 0.05 and log₂FC ≥ 0.6 or ≤ −0.6) altered phosphosites of the comparison of famlasertib-treated D425 cells + bFGF compared to famlasertib-treated D425 cells - bFGF. Comparison: Famla. + bFGF vs Famla. – bFGF. Treatments: Starvation:18h, famlasertib: 4h, 250 µM, bFGF: 50 ng/mL, 5 min
Supplementary Table 3:
Significantly (FDR ≤ 0.05 and log₂FC ≥ 0.6 or ≤ −0.6) altered phosphosites of the comparison of famlasertib-treated D425 cells - bFGF compared to DMSO-treated D425 cells - bFGF. Comparison: Famla. – bFGF vs DMSO – bFGF. Treatments: Starvation:18h, famlasertib: 250 µM, 4h
Supplementary Table 4:
Significantly (FDR ≤ 0.05 and log₂FC ≥ 0.6 or ≤ −0.6) altered phosphosites of the comparison of famlasertib-treated D425 cells + bFGF compared to DMSO-treated D425 cells + bFGF. Comparison: Famla. + bFGF vs DMSO + bFGF. Treatments: Starvation:18h, famlasertib: 250 µM, 4h, bFGF: 50 ng/mL, 5 min
Supplementary Table 5:
Kinase Substrate Enrichment Analysis (KSEA)-predicted activated or repressed kinases (FDR ≤ 0.1 and z-score ≥ 2.4 or ≤ −2.4) from the comparison of famlasertib-treated D425 cells - bFGF compared to DMSO-treated D425 cells - bFGF. Comparison: Famla. – bFGF vs DMSO – bFGF. Treatments: Starvation: 18h, famlasertib: 250 µM, 4h
Supplementary Table 6:
Kinase Substrate Enrichment Analysis (KSEA)-predicted activated or repressed kinases (FDR ≤ 0.1 and z-score ≥ 2.4 or ≤ −2.4) from the comparison of famlasertib-treated D425 cells + bFGF compared to DMSO-treated D425 cells + bFGF. Comparison: Famla. + bFGF vs DMSO + bFGF. Treatments: Starvation: 18h, famlasertib: 250 µM, bFGF: 50 ng/mL, 5 min 4h.
Supplementary Table 7:
Kinase Substrate Enrichment Analysis (KSEA)-predicted activated or repressed kinases (FDR ≤ 0.1 and z-score ≥ 2.4 or ≤ −2.4) from the comparison of famlasertib-treated D425 cells + bFGF compared to famla-treated D425 cells - bFGF. Comparison: Famla. + bFGF vs Famla.  - bFGF. Treatments: Starvation: 18h, famlasertib: 250 µM, bFGF: 50 ng/mL, 5 min 4h
Supplementary Table 8:
RT-qPCR primers and siRNAs used




