Supplementary Figure S1. Stability of miR-93-5p expression levels across study groups.
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 Box-and-whisker plots illustrate the raw Ct values of miR-93-5p, which was selected as the endogenous control, among healthy controls (n = 23) and patients with colorectal adenoma (n = 13), early-stage CRC (stages 0–I, n = 24), and advanced-stage CRC (stages II–III, n = 39) in the discovery cohort. The horizontal line within each box represents the median, the limits of the box represent the IQR, and the whiskers extend to the furthest data points within 1.5 times IQR (Tukey method). No statistically significant differences in Ct values were observed among the four groups (Kruskal–Wallis test, P = 0.109), validating its suitability as a robust reference gene for data normalisation. Ct, cycle threshold; CRC, colorectal cancer; IQR, interquartile range

	Supplementary Table S1.  miRBase Accession Numbers and TaqMan™ MicroRNA Assay IDs.

	miRNA
	miRBase Accession Number
	TaqMan™ Assay ID
	Target Sequence

	hsa-miR-15b-5p
	MIMAT0000417
	000390
	UAGCAGCACAUCAUGGUUUACA

	hsa-miR-122-5p
	MIMAT0000421
	002245
	UGGAGUGUGACAAUGGUGUUUG

	hsa-miR-126-3p
	MIMAT0000445
	002228
	UCGUACCGUGAGUAAUAAUGCG

	hsa-miR-130a-3p
	MIMAT0000425
	000454
	CAGUGCAAUGUUAAAAGGGCAU

	hsa-miR-146a-5p
	MIMAT0000449 
	000468
	UGAGAACUGAAUUCCAUGGGUU

	hsa-miR-93-5p
	MIMAT0000093
	001090
	CAAAGUGCUGUUCGUGCAGGUAG

	Abbreviations: hsa, Homo sapiens; miRNA, microRNA. 
Note: TaqMan is a registered trademark of Thermo Fisher Scientific.
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