Supplementary Tables
Isolation, 16S rRNA-based Taxonomic Profiling and Potential Roles of Endophytic Bacteria Colonizing Dalbergia reniformis (Koroch)
Table S1. List and morphological characteristics of the endophytic bacterial isolates.
	Serial
	Isolate
	Size
	Shape
	Color
	Elevation
	Margin

	1
	EB_01
	Small 
	Round
	Creamy White 
	Entire
	Raised

	2
	EB_02
	Small 
	Round
	Creamy White 
	Entire
	Raised

	3
	EB_03
	Small 
	Round
	Creamy White 
	Entire
	Raised

	4
	EB_04
	Medium 
	Round
	White
	Entire
	Raised

	5
	EB_05
	Large
	Round
	Gold
	Filiform
	Flat

	6
	EB_06
	Small 
	Round
	Gold
	Entire
	Raised

	7
	EB_07
	Large
	Round
	White
	Filiform
	Umbonate

	8
	EB_08
	Small 
	Round
	Gold
	Entire
	Raised

	9
	EB_09
	Small 
	Irregular
	Creamy White 
	Entire
	Raised

	10
	EB_10
	Small 
	Round
	Creamy White 
	Entire
	Raised

	11
	EB_11
	Medium 
	Irregular
	Creamy White 
	Entire
	Raised

	12
	EB_12
	Medium 
	Irregular
	Creamy White 
	Undulate
	Raised

	13
	EB_13
	Small 
	Round
	Creamy White 
	Entire
	Raised

	14
	EB_14
	Medium 
	Irregular
	White
	Undulate
	Flat

	15
	EB_15
	Large
	Irregular
	White
	Undulate
	Flat

	16
	EB_16
	Small 
	Round
	Gold
	Entire
	Raised

	17
	EB_17
	Large
	Irregular
	White
	Lobate
	Crateriform

	18
	EB_18
	Large
	Irregular
	White
	Undulate
	Flat



Table S2. Results of biochemical tests conducted according to Bergey’s manuals.
	Serial
	Isolates
	Gram's staining and morphology
	Catalase Test
	Oxidase Test
	Endospore Forming Test
	Carbohydrate Fermentation Test
	Amylase Test
	Gelatinase Test
	Simmons Citrate Test
	The KOH Test
	Motility Test
	H2S Production Test

	
	
	
	
	
	
	Dextrose
	Lactose
	Mannitol
	Sucrose
	
	
	
	
	
	

	1
	EB_01
	-, bacilli
	+
	-
	+
	+
	-
	+
	+
	-
	+
	-
	-
	+
	-

	2
	EB_02
	+, bacilli
	+
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+
	-

	3
	EB_03
	-, bacilli
	+
	-
	-
	-
	-
	-
	-
	-
	+
	+
	-
	-
	-

	4
	EB_04
	+, filamentous
	+
	-
	+
	-
	-
	-
	-
	+
	-
	-
	+
	-
	-

	5
	EB_05
	+, coccobacilli
	+
	-
	+
	-
	-
	-
	-
	+
	+
	-
	+
	+
	-

	6
	EB_06
	+, bacilli
	+
	-
	+
	+
	-
	+
	+
	-
	+
	-
	+
	-
	-

	7
	EB_07
	+, coccobacilli
	-
	-
	+
	+
	-
	-
	+
	+
	+
	-
	+
	+
	-

	8
	EB_08
	+, bacilli
	+
	-
	+
	+
	-
	+
	+
	-
	+
	+
	+
	-
	-

	9
	EB_09
	-, bacilli
	+
	-
	+
	+
	-
	+
	+
	-
	+
	+
	-
	-
	-

	10
	EB_10
	+, cocci
	+
	-
	+
	+
	-
	+
	+
	-
	-
	-
	+
	+
	-

	11
	EB_11
	+, bacilli
	+
	-
	+
	+
	+
	+
	+
	-
	-
	+
	+
	+
	+

	12
	EB_12
	-, bacilli
	+
	-
	-
	+
	-
	+
	+
	-
	-
	-
	-
	+
	+

	13
	EB_13
	+, bacilli
	+
	+
	+
	+
	-
	+
	+
	-
	+
	+
	+
	+
	-

	14
	EB_14
	-, bacilli
	+
	-
	+
	+
	-
	+
	-
	-
	-
	+
	-
	+
	+

	15
	EB_15
	+, bacilli
	-
	-
	+
	-
	-
	+
	-
	+
	+
	+
	+
	+
	-

	16
	EB_16
	-, cocci
	+
	-
	-
	+
	-
	+
	+
	-
	+
	+
	-
	+
	-

	17
	EB_17
	-, coccobacilli
	-
	+
	+
	-
	-
	-
	-
	+
	+
	-
	-
	-
	-

	18
	EB_18
	+, bacilli
	-
	-
	+
	-
	-
	-
	+
	+
	+
	-
	+
	+
	-



Table S3: Partial 16S rRNA sequence alignment results from NCBI BLAST searches along with GenBank accession numbers for test isolates.
	SI no.
	Bacterial isolates
	Sequence length (bp)
	Nearest Homologue sequences
	Query cover (%)
	E-value
	Identity (%)
	GenBank Accession number

	1
	EB_01
	997
	Serratia marcescens
	100
	0
	100
	PZ256760

	2
	EB_02
	1318
	Pseudomonas juntendi
	100
	0
	99.92
	PZ256761

	3
	EB_03
	1303
	Stenotrophomonas maltophilia
	100
	0
	99.97
	PZ256762

	4
	EB_04
	1362
	Fictibacillus rigui
	100
	0
	99.63
	PZ256763

	5
	EB_05
	1407
	Priestia aryabhattai
	100
	0
	98.93
	PZ256764

	6
	EB_06
	1059
	Pantoea anthophila
	100
	0
	99.72
	PZ256765

	7
	EB_07
	819
	Bacillus cereus
	100
	0
	100
	PZ256766

	8
	EB_08
	940
	Pantoea ananatis
	100
	0
	99.89
	PZ256767

	9
	EB_09
	966
	Pantoea allii
	100
	0
	99.90
	PZ256768

	10
	EB_10
	1090
	Pantoea agglomerans
	100
	0
	99.55
	PZ256769

	11
	EB_11
	1409
	Klebsiella quasipneumoniae
	100
	0
	97.66
	PZ256770

	12
	EB_12
	1301
	Enterobacter hormaechei
	100
	0
	100
	PZ256771

	13
	EB_13
	1282
	Pseudomonas juntendi
	100
	0
	99.84
	PZ256772

	14
	EB_14
	1287
	Leclercia adecarboxylata
	100
	0
	98.45
	PZ256773

	15
	EB_15
	1389
	Bacillus mycoides
	100
	0
	99.85
	PZ256774

	16
	EB_16
	964
	Pantoea anthophila
	100
	0
	99.90
	PZ256775

	17
	EB_17
	1400
	Bacillus siamensis
	100
	0
	97.93
	PZ256776

	18
	EB_18
	1013
	Bacillus paramycoides
	100
	0
	98.02
	PZ256777



