Supplementary Table S1. Curated differential expression analysis of TAM-, immunosuppression-, checkpoint-, exhaustion-, adenosine-, prostaglandin-, myeloid inhibitory and therapy-related genes according to CSF1R expression
Differential expression was assessed using limma moderated statistics on normalized count data for CSF1R-high versus CSF1R-low tumors. P values were adjusted by the Benjamini-Hochberg method. Median TPM values are descriptive and were not used to calculate fold changes.
	Category
	Gene
	Alias
	log2FC
	FC
	FDR
	Significance
	AveExpr
	Median TPM, CSF1R-high
	Median TPM, CSF1R-low

	CSF1R signaling / efferocytosis
	CSF1
	
	0.378
	1.3
	1.07e-05
	***
	8.7
	16.36
	8.23

	CSF1R signaling / efferocytosis
	IL34
	
	0.539
	1.45
	9.43e-06
	***
	6.2
	2.87
	1.12

	CSF1R signaling / efferocytosis
	GAS6
	
	0.232
	1.17
	0.055
	ns
	10.6
	27.06
	13.44

	CSF1R signaling / efferocytosis
	AXL
	
	0.459
	1.37
	1.18e-07
	***
	10.9
	11.29
	5.23

	CSF1R signaling / efferocytosis
	MERTK
	
	0.317
	1.25
	8.71e-05
	***
	10.9
	14.34
	6.92

	CSF1R signaling / efferocytosis
	TYRO3
	
	0.123
	1.09
	0.467
	ns
	9
	5.78
	3.07

	CSF1R signaling / efferocytosis
	PROS1
	
	-0.115
	0.92
	0.431
	ns
	9.4
	8.84
	7.65

	Macrophage markers
	CD68
	
	0.254
	1.19
	0.032
	*
	11.3
	68.6
	37.68

	Macrophage markers
	CD163
	
	0.604
	1.52
	2.22e-06
	***
	11.1
	35.57
	16.56

	Macrophage markers
	MRC1
	CD206
	0.466
	1.38
	8.15e-04
	***
	10.4
	5.02
	2.06

	Macrophage markers
	MARCO
	
	0.339
	1.26
	0.132
	ns
	6.1
	1.07
	0.64

	Macrophage markers
	ARG1
	
	0.234
	1.18
	0.106
	ns
	6
	2.15
	1.4

	Macrophage markers
	MSR1
	
	0.533
	1.45
	6.21e-06
	***
	10
	36.46
	15.35

	Immunosuppression
	IL10
	
	0.457
	1.37
	0.002
	**
	5.3
	1.34
	0.59

	Immunosuppression
	TGFB1
	
	0.104
	1.07
	0.139
	ns
	11.3
	35.73
	17.07

	Immunosuppression
	IDO1
	
	0.936
	1.91
	8.06e-05
	***
	7.9
	7.57
	2.52

	Immunosuppression
	IDO2
	
	0.541
	1.46
	0.004
	**
	5.5
	0.32
	0.13

	Immunosuppression
	VEGFA
	
	-0.43
	0.74
	2.42e-04
	***
	11.9
	80.12
	71.52

	Immunosuppression
	PTGS2
	
	-0.174
	0.89
	0.469
	ns
	9.3
	19.65
	13.24

	Immunosuppression
	PTGES
	PGE2syn
	-0.196
	0.87
	0.24
	ns
	6.6
	1.4
	1.14

	Immunosuppression
	IL6
	
	-0.115
	0.92
	0.68
	ns
	6.5
	2.84
	2.52

	Macrophage recruitment
	CCL2
	
	0.465
	1.38
	0.003
	**
	8.4
	42.43
	20.36

	Macrophage recruitment
	CXCL12
	
	0.498
	1.41
	3.67e-04
	***
	8.6
	44.69
	19.45

	Macrophage recruitment
	CX3CL1
	
	0.257
	1.2
	0.121
	ns
	7
	4.31
	2.24

	Macrophage recruitment
	CCL7
	
	0.405
	1.32
	0.12
	ns
	2.7
	0.17
	0.1

	T-cell exhaustion
	PDCD1
	PD-1
	0.645
	1.56
	1.37e-05
	***
	6.7
	1.4
	0.43

	T-cell exhaustion
	HAVCR2
	TIM-3
	0.589
	1.5
	8.61e-12
	***
	7.9
	20.27
	8.13

	T-cell exhaustion
	LAG3
	
	0.475
	1.39
	2.47e-04
	***
	7
	1.47
	0.71

	T-cell exhaustion
	TIGIT
	
	0.34
	1.27
	0.013
	*
	5.9
	2.14
	0.82

	T-cell exhaustion
	CTLA4
	
	0.407
	1.33
	0.001
	**
	7
	4
	1.82

	T-cell exhaustion
	TOX
	
	0.637
	1.56
	2.60e-05
	***
	8.4
	4.68
	1.93

	T-cell exhaustion
	TOX2
	
	0.363
	1.29
	8.67e-04
	***
	7.3
	1.36
	0.68

	T-cell exhaustion
	ENTPD1
	CD39
	0.18
	1.13
	0.029
	*
	10.3
	37.34
	19.72

	T-cell exhaustion
	BTLA
	
	0.585
	1.5
	1.92e-04
	***
	5.8
	2.57
	1

	T-cell exhaustion
	EOMES
	
	0.814
	1.76
	9.17e-08
	***
	6.9
	1.57
	0.46

	T-cell exhaustion
	CD160
	
	0.009
	1.01
	0.947
	ns
	6
	3.71
	2.58

	Immune checkpoints (other)
	CD274
	PD-L1
	0.439
	1.36
	0.002
	**
	8.3
	8.17
	4.51

	Immune checkpoints (other)
	PDCD1LG2
	PD-L2
	0.549
	1.46
	8.76e-09
	***
	7
	1.24
	0.51

	Immune checkpoints (other)
	ADORA2A
	
	0.277
	1.21
	0.009
	**
	6.9
	0.99
	0.3

	Immune checkpoints (other)
	SIGLEC15
	
	0.244
	1.18
	0.108
	ns
	5.9
	0.74
	0.37

	Immune checkpoints (other)
	CD276
	B7-H3
	-0.156
	0.9
	0.105
	ns
	9.2
	21.08
	15.26

	Immune checkpoints (other)
	VTCN1
	B7-H4
	-0.285
	0.82
	0.233
	ns
	5.6
	1.24
	0.98

	Immune checkpoints (other)
	ICOS
	
	0.359
	1.28
	0.015
	*
	6.4
	1.29
	0.69

	Immune checkpoints (other)
	CD27
	
	0.347
	1.27
	5.26e-06
	***
	7.8
	4.19
	1.61

	Immune checkpoints (other)
	CD40
	
	0.262
	1.2
	0.013
	*
	8.6
	7.73
	4.1

	Immune checkpoints (other)
	CD80
	
	0.421
	1.34
	3.32e-04
	***
	6.8
	9.27
	3.62

	Immune checkpoints (other)
	CD86
	
	0.492
	1.41
	2.93e-07
	***
	8
	9.1
	4.6

	Immune checkpoints (other)
	TNFRSF9
	4-1BB
	0.22
	1.16
	0.119
	ns
	6.7
	1.93
	0.91

	Immune checkpoints (other)
	TNFRSF4
	OX40
	0.284
	1.22
	0.039
	*
	6.5
	2.83
	1.16

	Immune checkpoints (other)
	CD70
	
	0.324
	1.25
	0.073
	ns
	6
	1.35
	0.5

	Immune checkpoints (other)
	LGALS9
	
	0.249
	1.19
	0.048
	*
	10.8
	100.29
	45.83

	Immune checkpoints (other)
	NT5E
	CD73
	0.019
	1.01
	0.928
	ns
	9.9
	42.94
	29.52

	Immune checkpoints (other)
	CD47
	
	-0.192
	0.88
	0.065
	ns
	11.1
	65.02
	57.77

	Immune checkpoints (other)
	SIRPA
	
	0.058
	1.04
	0.586
	ns
	10.1
	12.3
	8.33

	Immune checkpoints (other)
	HHLA2
	
	0.212
	1.16
	0.392
	ns
	7.9
	10.19
	5.32

	Immune checkpoints (other)
	LILRB1
	
	0.668
	1.59
	6.54e-10
	***
	8.8
	7.47
	2.95

	Immune checkpoints (other)
	LILRB2
	
	0.524
	1.44
	3.48e-06
	***
	9.1
	4.21
	1.83

	Biomarkers / therapeutic targets
	CLDN18
	CLDN18.2
	0.315
	1.24
	0.368
	ns
	10.2
	11
	8.52

	Biomarkers / therapeutic targets
	ERBB2
	HER2
	-0.579
	0.67
	0.011
	*
	13.8
	29.94
	28.29

	Biomarkers / therapeutic targets
	MET
	
	-0.421
	0.75
	0.013
	*
	13.5
	63.28
	47.52

	Biomarkers / therapeutic targets
	FLT1
	VEGFR1
	-0.145
	0.9
	0.242
	ns
	12.7
	36.94
	28.76

	Biomarkers / therapeutic targets
	KDR
	VEGFR2
	0.124
	1.09
	0.33
	ns
	12.6
	18.07
	11.97

	Biomarkers / therapeutic targets
	FLT4
	VEGFR3
	0.317
	1.25
	0.002
	**
	9.7
	8.82
	4.52

	Biomarkers / therapeutic targets
	FGFR1
	
	0.31
	1.24
	0.008
	**
	11.9
	61.07
	26.51

	Biomarkers / therapeutic targets
	FGFR2
	
	0.126
	1.09
	0.645
	ns
	12.2
	26.21
	14.25

	Biomarkers / therapeutic targets
	FGFR3
	
	-0.108
	0.93
	0.582
	ns
	10.6
	6.63
	3.99

	Biomarkers / therapeutic targets
	PTGER4
	EP4
	0.295
	1.23
	0.018
	*
	7.7
	12.77
	5.03

	Biomarkers / therapeutic targets
	EGFR
	
	0.019
	1.01
	0.918
	ns
	12.6
	20.75
	12.25

	Biomarkers / therapeutic targets
	VEGFB
	
	0.16
	1.12
	0.068
	ns
	8.3
	11.81
	6.98

	Biomarkers / therapeutic targets
	VEGFC
	
	0.414
	1.33
	7.80e-05
	***
	8.1
	6.9
	3.48

	Biomarkers / therapeutic targets
	PGF
	
	0.097
	1.07
	0.455
	ns
	6.8
	3.28
	2.04


Asterisks denote FDR-adjusted significance: *FDR < 0.05, **FDR < 0.01 and ***FDR < 0.001; ns, not significant.
AveExpr, average log2 expression; FC, fold change; FDR, false-discovery rate; TAM, tumor-associated macrophage; TPM, transcripts per million.



Supplementary Table S2. xCell-derived immune and stromal cell signatures associated with CSF1R expression
Cell-type enrichment was evaluated using xCell signatures according to CSF1R expression status. FDR values indicate Benjamini-Hochberg-adjusted P values.
	Cell type
	xCell signature
	FDR
	Significance

	Macrophages
	Macrophages
	8.11e-08
	***

	Macrophages M1
	Macrophages M1
	4.51e-06
	***

	Macrophages M2
	Macrophages M2
	6.71e-10
	***

	cDC
	cDC
	2.83e-07
	***

	CD8+ T cells
	CD8+ T-cells
	0.005
	**

	Tregs
	Tregs
	0.005
	**

	Th2 cells
	Th2 cells
	6.24e-04
	***

	Fibroblasts
	Fibroblasts
	7.70e-05
	***


Asterisks denote FDR-adjusted significance: **FDR < 0.01 and ***FDR < 0.001.
FDR, false-discovery rate; xCell, transcriptome-based cell-type enrichment analysis.

