Supplementary Table 1 siRNAs sequences
	Name
	Sense sequence
	Antisense sequence

	Dip2c‑Mus‑745
	CCAGGCAGCUCUUGCUAAAATT
	UUUAGCAAGAGCUGCCUGGTT

	Dip2c‑Mus‑1147
	CCGGACAGCACCAAAGUAUTT
	AUACUUUGGUGCUGUCCGGTT

	NC
	UUCUCCGAACGUGUCACGUTT
	ACGUGACACGUUCGGAGAATT



Supplementary Table 2 The top 500 genes with expression patterns comparable to DIP2C in the TCGA dataset
	Gene Symbol
	Gene ID
	PCC

	FAM168B
	ENSG00000152102.17
	0.62

	MICAL3
	ENSG00000243156.7
	0.61

	MXI1
	ENSG00000119950.20
	0.6

	TRIM23
	ENSG00000113595.14
	0.6

	TEAD1
	ENSG00000187079.14
	0.59

	LDOC1L
	ENSG00000188636.3
	0.59

	FBXW11
	ENSG00000072803.17
	0.58

	AKT3
	ENSG00000117020.16
	0.58

	SPIRE1
	ENSG00000134278.14
	0.58

	NLGN1
	ENSG00000169760.17
	0.57

	KCTD7
	ENSG00000243335.8
	0.57

	SVIL-AS1
	ENSG00000224597.9
	0.57

	DIXDC1
	ENSG00000150764.13
	0.56

	SPAG9
	ENSG00000008294.20
	0.56

	TTC7B
	ENSG00000165914.14
	0.56

	LIX1L
	ENSG00000271601.3
	0.56

	OSBPL1A
	ENSG00000141447.16
	0.56

	ZMYND11
	ENSG00000015171.18
	0.56

	DYNC1LI2
	ENSG00000135720.12
	0.56

	TECPR2
	ENSG00000196663.15
	0.56

	SRGAP2B
	ENSG00000196369.10
	0.56

	ANKRD40
	ENSG00000154945.6
	0.56

	WDFY3
	ENSG00000163625.15
	0.56

	STX7
	ENSG00000079950.13
	0.56

	MYEF2
	ENSG00000104177.17
	0.56

	ZCCHC24
	ENSG00000165424.6
	0.55

	C20orf194
	ENSG00000088854.12
	0.55

	VPS41
	ENSG00000006715.15
	0.55

	KATNAL1
	ENSG00000102781.13
	0.55

	ZNF25
	ENSG00000175395.15
	0.55

	ZFYVE16
	ENSG00000039319.16
	0.55

	EPM2A
	ENSG00000112425.13
	0.54

	LANCL1
	ENSG00000115365.11
	0.54

	TMEM55A
	ENSG00000155099.7
	0.54

	MPDZ
	ENSG00000107186.16
	0.54

	ZFAND3
	ENSG00000156639.11
	0.54

	IP6K1
	ENSG00000176095.11
	0.54

	PURA
	ENSG00000185129.5
	0.54

	ZEB1
	ENSG00000148516.21
	0.54

	PRICKLE2
	ENSG00000163637.11
	0.54

	CAMSAP2
	ENSG00000118200.14
	0.54

	ARHGAP31
	ENSG00000031081.10
	0.54

	KIDINS220
	ENSG00000134313.14
	0.54

	RUSC2
	ENSG00000198853.11
	0.54

	ZNF704
	ENSG00000164684.13
	0.54

	RBSN
	ENSG00000131381.12
	0.53

	MAP4
	ENSG00000047849.21
	0.53

	PEAK1
	ENSG00000173517.10
	0.53

	UBL3
	ENSG00000122042.9
	0.53

	PFKM
	ENSG00000152556.15
	0.53

	CLCN3
	ENSG00000109572.13
	0.53

	FAM168A
	ENSG00000054965.10
	0.53

	CLCN6
	ENSG00000011021.21
	0.53

	CD99L2
	ENSG00000102181.19
	0.53

	SGTB
	ENSG00000197860.9
	0.53

	NBR1
	ENSG00000188554.13
	0.53

	PJA2
	ENSG00000198961.9
	0.53

	ZBTB47
	ENSG00000114853.13
	0.52

	EGLN1
	ENSG00000135766.8
	0.52

	NACC2
	ENSG00000148411.7
	0.52

	PTPN11
	ENSG00000179295.15
	0.52

	MAML2
	ENSG00000184384.13
	0.52

	CLASP2
	ENSG00000163539.15
	0.52

	TSHZ1
	ENSG00000179981.9
	0.52

	TRPC1
	ENSG00000144935.14
	0.51

	CLIC4
	ENSG00000169504.14
	0.51

	ARHGAP21
	ENSG00000107863.16
	0.51

	BMPR2
	ENSG00000204217.12
	0.51

	DSTYK
	ENSG00000133059.16
	0.51

	WDR35
	ENSG00000118965.14
	0.51

	PIP4K2B
	ENSG00000276293.4
	0.51

	KCTD20
	ENSG00000112078.13
	0.51

	EID1
	ENSG00000255302.3
	0.51

	C5orf24
	ENSG00000181904.8
	0.51

	APC
	ENSG00000134982.16
	0.51

	ZHX3
	ENSG00000174306.21
	0.51

	HIPK2
	ENSG00000064393.15
	0.51

	SOX6
	ENSG00000110693.15
	0.51

	FERMT2
	ENSG00000073712.13
	0.51

	PREPL
	ENSG00000138078.15
	0.51

	NUDCD3
	ENSG00000015676.17
	0.51

	SERINC1
	ENSG00000111897.6
	0.5

	ARPP19
	ENSG00000128989.10
	0.5

	CCSER2
	ENSG00000107771.15
	0.5

	EXOC5
	ENSG00000070367.15
	0.5

	ZXDA
	ENSG00000198205.6
	0.5

	PTPRA
	ENSG00000132670.20
	0.5

	POU6F1
	ENSG00000184271.15
	0.5

	DENND5A
	ENSG00000184014.7
	0.5

	SPG20
	ENSG00000133104.12
	0.5

	ITPK1
	ENSG00000100605.16
	0.5

	KIAA0232
	ENSG00000170871.11
	0.5

	QKI
	ENSG00000112531.16
	0.5

	SORT1
	ENSG00000134243.11
	0.5

	AKAP11
	ENSG00000023516.8
	0.5

	GPR137B
	ENSG00000077585.13
	0.5

	KIF3A
	ENSG00000131437.15
	0.5

	PEX12
	ENSG00000108733.9
	0.5

	HSPA12A
	ENSG00000165868.12
	0.5

	GAB1
	ENSG00000109458.8
	0.5

	NUDT3
	ENSG00000272325.1
	0.5

	PARVA
	ENSG00000197702.11
	0.5

	FAM172A
	ENSG00000113391.16
	0.49

	ARNT2
	ENSG00000172379.18
	0.49

	RAPGEF2
	ENSG00000109756.8
	0.49

	WDFY3-AS2
	ENSG00000180769.8
	0.49

	MEGF8
	ENSG00000105429.12
	0.49

	KLF12
	ENSG00000118922.16
	0.49

	KCTD2
	ENSG00000180901.10
	0.49

	ANK2
	ENSG00000145362.16
	0.49

	ZFP1
	ENSG00000184517.11
	0.49

	SRGAP2D
	ENSG00000270872.2
	0.49

	DNAJC18
	ENSG00000170464.9
	0.49

	PNMA1
	ENSG00000176903.4
	0.49

	RP11-566E18.1
	ENSG00000279348.1
	0.49

	HABP4
	ENSG00000130956.13
	0.49

	ABL1
	ENSG00000097007.17
	0.49

	HCFC2
	ENSG00000111727.11
	0.49

	AGPAT1
	ENSG00000204310.10
	0.49

	ABHD6
	ENSG00000163686.13
	0.49

	COPS8
	ENSG00000198612.10
	0.49

	ADAM22
	ENSG00000008277.14
	0.49

	ANKFY1
	ENSG00000185722.16
	0.49

	RNF20
	ENSG00000155827.11
	0.49

	TARSL2
	ENSG00000185418.15
	0.49

	CC2D2A
	ENSG00000048342.15
	0.49

	PABPC5
	ENSG00000174740.7
	0.49

	TAB1
	ENSG00000100324.13
	0.49

	KAT2B
	ENSG00000114166.7
	0.49

	RP11-13J10.1
	ENSG00000269707.1
	0.49

	SIRPA
	ENSG00000198053.11
	0.49

	KIF1BP
	ENSG00000198954.6
	0.49

	ACBD5
	ENSG00000107897.18
	0.49

	CEP68
	ENSG00000011523.13
	0.49

	MAPK1
	ENSG00000100030.14
	0.49

	NEK1
	ENSG00000137601.15
	0.49

	C22orf46
	ENSG00000184208.10
	0.49

	RP11-296E7.1
	ENSG00000218418.2
	0.49

	MAPRE2
	ENSG00000166974.12
	0.49

	ULK2
	ENSG00000083290.19
	0.49

	OPHN1
	ENSG00000079482.12
	0.49

	RP11-517P14.2
	ENSG00000230555.2
	0.48

	ARL10
	ENSG00000175414.6
	0.48

	ZNF354C
	ENSG00000177932.6
	0.48

	KIAA1715
	ENSG00000144320.13
	0.48

	GMFB
	ENSG00000197045.12
	0.48

	RP11-343C2.11
	ENSG00000260914.3
	0.48

	ST13
	ENSG00000100380.12
	0.48

	TTC3
	ENSG00000182670.13
	0.48

	PHLDB1
	ENSG00000019144.16
	0.48

	MBTPS2
	ENSG00000012174.11
	0.48

	PRKD1
	ENSG00000184304.14
	0.48

	ZFYVE1
	ENSG00000165861.13
	0.48

	ZNF843
	ENSG00000176723.9
	0.48

	RAPGEF1
	ENSG00000107263.18
	0.48

	ZSCAN26
	ENSG00000197062.11
	0.48

	KLHL20
	ENSG00000076321.10
	0.48

	ZFP90
	ENSG00000184939.15
	0.48

	MATR3
	ENSG00000015479.17
	0.48

	CLASP1
	ENSG00000074054.17
	0.48

	ZNF197
	ENSG00000186448.14
	0.48

	TTC33
	ENSG00000113638.12
	0.48

	TCAF1P1
	ENSG00000223459.5
	0.48

	ZYG11B
	ENSG00000162378.12
	0.48

	BLOC1S6
	ENSG00000104164.10
	0.48

	MAPT
	ENSG00000186868.15
	0.48

	CPEB2
	ENSG00000137449.15
	0.48

	TIMP2
	ENSG00000035862.12
	0.48

	ZC3H7B
	ENSG00000100403.11
	0.48

	TBC1D5
	ENSG00000131374.14
	0.48

	GNPDA2
	ENSG00000163281.11
	0.48

	PHLPP1
	ENSG00000081913.13
	0.48

	KIF1B
	ENSG00000054523.16
	0.48

	OXCT1-AS1
	ENSG00000248668.2
	0.48

	RNF144A
	ENSG00000151692.14
	0.48

	MBD5
	ENSG00000204406.11
	0.48

	SEPT2
	ENSG00000168385.17
	0.48

	PRKCA
	ENSG00000154229.11
	0.48

	ARHGEF7
	ENSG00000102606.17
	0.48

	SEPT11
	ENSG00000138758.11
	0.48

	IGSF11
	ENSG00000144847.12
	0.47

	ATXN1L
	ENSG00000224470.7
	0.47

	BOLA3-AS1
	ENSG00000225439.2
	0.47

	AFF4
	ENSG00000072364.12
	0.47

	RAP2A
	ENSG00000125249.6
	0.47

	RDX
	ENSG00000137710.14
	0.47

	SBF2
	ENSG00000133812.14
	0.47

	RNF14
	ENSG00000013561.17
	0.47

	SORBS1
	ENSG00000095637.20
	0.47

	TOR1AIP1
	ENSG00000143337.18
	0.47

	ZNF510
	ENSG00000081386.12
	0.47

	C1orf216
	ENSG00000142686.7
	0.47

	SRGAP2C
	ENSG00000171943.11
	0.47

	PMS2
	ENSG00000122512.14
	0.47

	SUFU
	ENSG00000107882.11
	0.47

	ARMCX1
	ENSG00000126947.11
	0.47

	FAM114A2
	ENSG00000055147.17
	0.47

	CSTF2T
	ENSG00000177613.8
	0.47

	TBC1D20
	ENSG00000125875.13
	0.47

	EXD2
	ENSG00000081177.18
	0.47

	DOCK7
	ENSG00000116641.15
	0.47

	MTSS1L
	ENSG00000132613.14
	0.47

	DNAJC24
	ENSG00000170946.14
	0.47

	PKD2
	ENSG00000118762.7
	0.47

	NNT-AS1
	ENSG00000248092.7
	0.47

	MORF4L1P1
	ENSG00000218283.2
	0.47

	FAM134A
	ENSG00000144567.10
	0.47

	IGIP
	ENSG00000182700.4
	0.47

	ARHGEF10
	ENSG00000104728.15
	0.47

	PRMT2
	ENSG00000160310.16
	0.47

	ABI2
	ENSG00000138443.15
	0.47

	CFAP97
	ENSG00000164323.12
	0.47

	SPTBN1
	ENSG00000115306.15
	0.47

	DOCK4
	ENSG00000128512.19
	0.47

	KBTBD6
	ENSG00000165572.7
	0.47

	RABGAP1
	ENSG00000011454.16
	0.47

	TTYH2
	ENSG00000141540.10
	0.47

	CDC42BPA
	ENSG00000143776.18
	0.47

	APBB1
	ENSG00000166313.18
	0.46

	MAGI2-AS3
	ENSG00000234456.7
	0.46

	PRUNE2
	ENSG00000106772.17
	0.46

	PRKAR1A
	ENSG00000108946.14
	0.46

	PARD3B
	ENSG00000116117.17
	0.46

	KIF3C
	ENSG00000084731.13
	0.46

	FAM219A
	ENSG00000164970.14
	0.46

	BX322557.10
	ENSG00000215447.7
	0.46

	NLGN2
	ENSG00000169992.9
	0.46

	KIAA1109
	ENSG00000138688.15
	0.46

	ZRANB1
	ENSG00000019995.6
	0.46

	OTUD7A
	ENSG00000169918.9
	0.46

	ZNF271P
	ENSG00000257267.2
	0.46

	GNG12-AS1
	ENSG00000232284.7
	0.46

	SECISBP2L
	ENSG00000138593.8
	0.46

	MTMR10
	ENSG00000166912.16
	0.46

	BACE1
	ENSG00000186318.16
	0.46

	RP11-57H14.4
	ENSG00000260917.1
	0.46

	SPIN3
	ENSG00000204271.10
	0.46

	DSCR3
	ENSG00000157538.13
	0.46

	C3orf70
	ENSG00000187068.2
	0.46

	DPYSL2
	ENSG00000092964.16
	0.46

	ACO2
	ENSG00000100412.15
	0.46

	VEZF1
	ENSG00000136451.8
	0.46

	MICU1
	ENSG00000107745.16
	0.46

	ZNF449
	ENSG00000173275.12
	0.46

	WRB
	ENSG00000182093.14
	0.46

	MRAS
	ENSG00000158186.12
	0.46

	CBX6
	ENSG00000183741.11
	0.46

	SCARB2
	ENSG00000138760.8
	0.46

	NRG3
	ENSG00000185737.12
	0.46

	TTC3P1
	ENSG00000215105.4
	0.46

	CDC42BPB
	ENSG00000198752.9
	0.46

	MIEF1
	ENSG00000100335.12
	0.46

	C16orf62
	ENSG00000103544.14
	0.46

	ZNF462
	ENSG00000148143.12
	0.46

	HECTD2
	ENSG00000165338.16
	0.46

	RHOQ
	ENSG00000119729.10
	0.46

	RGL1
	ENSG00000143344.15
	0.46

	DENND5B
	ENSG00000170456.14
	0.46

	EDNRB
	ENSG00000136160.14
	0.45

	PIP4K2A
	ENSG00000150867.13
	0.45

	ZMAT3
	ENSG00000172667.10
	0.45

	NDST1
	ENSG00000070614.14
	0.45

	SLC2A13
	ENSG00000151229.12
	0.45

	CNRIP1
	ENSG00000119865.8
	0.45

	TRAM2-AS1
	ENSG00000225791.6
	0.45

	THAP5
	ENSG00000177683.13
	0.45

	KIAA0355
	ENSG00000166398.12
	0.45

	RASA3
	ENSG00000185989.10
	0.45

	ZNF2
	ENSG00000275111.4
	0.45

	P2RX7
	ENSG00000089041.16
	0.45

	DZIP3
	ENSG00000198919.12
	0.45

	SNX27
	ENSG00000143376.12
	0.45

	FEZ2
	ENSG00000171055.14
	0.45

	GZF1
	ENSG00000125812.15
	0.45

	ZNF532
	ENSG00000074657.13
	0.45

	AMMECR1L
	ENSG00000144233.9
	0.45

	DHFRL1
	ENSG00000178700.7
	0.45

	FAM63B
	ENSG00000128923.10
	0.45

	AP2B1
	ENSG00000006125.16
	0.45

	TNS3
	ENSG00000136205.16
	0.45

	TBC1D12
	ENSG00000108239.8
	0.45

	BMPR1APS2
	ENSG00000232460.4
	0.45

	CRY2
	ENSG00000121671.11
	0.45

	USP46
	ENSG00000109189.12
	0.45

	SASH1
	ENSG00000111961.16
	0.45

	MYO10
	ENSG00000145555.14
	0.45

	ZKSCAN2
	ENSG00000155592.15
	0.45

	ZFP37
	ENSG00000136866.13
	0.45

	SEPT8
	ENSG00000164402.13
	0.45

	EPC2
	ENSG00000135999.11
	0.45

	FBXL17
	ENSG00000145743.15
	0.45

	ARSB
	ENSG00000113273.15
	0.45

	CFL2
	ENSG00000165410.14
	0.45

	MTX3
	ENSG00000177034.14
	0.45

	RAB5B
	ENSG00000111540.15
	0.45

	TTC28
	ENSG00000100154.14
	0.45

	POMGNT2
	ENSG00000144647.5
	0.45

	BCL2L13
	ENSG00000099968.17
	0.45

	JAM3
	ENSG00000166086.12
	0.45

	SLC35B4
	ENSG00000205060.10
	0.45

	ZNF624
	ENSG00000197566.9
	0.45

	CTD-2555O16.2
	ENSG00000258824.2
	0.45

	ZNF821
	ENSG00000102984.14
	0.45

	RAB11FIP3
	ENSG00000090565.15
	0.45

	ASB8
	ENSG00000177981.10
	0.45

	SLITRK2
	ENSG00000185985.8
	0.45

	CDS2
	ENSG00000101290.13
	0.45

	WAC
	ENSG00000095787.21
	0.45

	CIPC
	ENSG00000198894.7
	0.45

	ERCC6L2
	ENSG00000182150.15
	0.45

	MSANTD4
	ENSG00000170903.10
	0.45

	MTFR1L
	ENSG00000117640.17
	0.45

	MORF4L1
	ENSG00000185787.14
	0.45

	ZNF501
	ENSG00000186446.11
	0.45

	ASAP1
	ENSG00000153317.14
	0.45

	C14orf37
	ENSG00000139971.15
	0.45

	SRPK2
	ENSG00000135250.16
	0.45

	MEF2A
	ENSG00000068305.17
	0.45

	TMOD2
	ENSG00000128872.9
	0.45

	TNKS
	ENSG00000173273.15
	0.45

	PTPRG
	ENSG00000144724.18
	0.45

	SDC3
	ENSG00000162512.15
	0.45

	TTLL1
	ENSG00000100271.16
	0.44

	PIGCP1
	ENSG00000213713.3
	0.44

	ADCY5
	ENSG00000173175.14
	0.44

	OTUD7B
	ENSG00000264522.5
	0.44

	SEMA5A
	ENSG00000112902.11
	0.44

	SLC25A46
	ENSG00000164209.16
	0.44

	AC097662.2
	ENSG00000236432.7
	0.44

	C12orf43
	ENSG00000157895.11
	0.44

	PIK3C2A
	ENSG00000011405.13
	0.44

	APBB2
	ENSG00000163697.16
	0.44

	PHAX
	ENSG00000164902.13
	0.44

	TMEM136
	ENSG00000181264.8
	0.44

	SLC23A2
	ENSG00000089057.14
	0.44

	EXOC7
	ENSG00000182473.20
	0.44

	MFAP3
	ENSG00000037749.11
	0.44

	AKTIP
	ENSG00000166971.16
	0.44

	HADHB
	ENSG00000138029.13
	0.44

	ATL1
	ENSG00000198513.11
	0.44

	EVI5L
	ENSG00000142459.8
	0.44

	MFAP3L
	ENSG00000198948.11
	0.44

	AKAP6
	ENSG00000151320.10
	0.44

	TCF12
	ENSG00000140262.17
	0.44

	CDK14
	ENSG00000058091.16
	0.44

	DOCK1
	ENSG00000150760.12
	0.44

	LYPLAL1-AS1
	ENSG00000228063.1
	0.44

	STX2
	ENSG00000111450.13
	0.44

	HDHD2
	ENSG00000167220.11
	0.44

	ZFP91
	ENSG00000186660.14
	0.44

	SYNJ1
	ENSG00000159082.17
	0.44

	TNS1
	ENSG00000079308.16
	0.44

	ZNF827
	ENSG00000151612.15
	0.44

	SNX19
	ENSG00000120451.10
	0.44

	HSPA13
	ENSG00000155304.5
	0.44

	HERC3
	ENSG00000138641.15
	0.44

	ZKSCAN5
	ENSG00000196652.11
	0.44

	DPP8
	ENSG00000074603.18
	0.44

	DNAJC27
	ENSG00000115137.11
	0.44

	KIAA1191
	ENSG00000122203.14
	0.44

	IFT81
	ENSG00000122970.15
	0.44

	FPGT-TNNI3K
	ENSG00000259030.6
	0.44

	SLC12A4
	ENSG00000124067.16
	0.44

	STON1
	ENSG00000243244.5
	0.44

	MTMR6
	ENSG00000139505.11
	0.44

	C17orf51
	ENSG00000212719.10
	0.44

	TTLL11
	ENSG00000175764.14
	0.44

	WDR17
	ENSG00000150627.15
	0.44

	FMNL2
	ENSG00000157827.19
	0.44

	FITM2
	ENSG00000197296.5
	0.44

	TSPYL4
	ENSG00000187189.10
	0.44

	ZCCHC14
	ENSG00000140948.11
	0.44

	OAZ2
	ENSG00000180304.14
	0.44

	SETBP1
	ENSG00000152217.16
	0.44

	BTBD1
	ENSG00000064726.9
	0.44

	CHIC1
	ENSG00000204116.11
	0.44

	SYDE1
	ENSG00000105137.12
	0.44

	FTO
	ENSG00000140718.18
	0.44

	TUBG2
	ENSG00000037042.8
	0.44

	EXOC4
	ENSG00000131558.14
	0.44

	WDR37
	ENSG00000047056.14
	0.44

	WBP2
	ENSG00000132471.11
	0.44

	RP4-561L24.3
	ENSG00000260464.1
	0.44

	SARM1
	ENSG00000004139.13
	0.44

	BEST1
	ENSG00000167995.15
	0.44

	CTSO
	ENSG00000256043.2
	0.44

	LSM11
	ENSG00000155858.5
	0.44

	USP22
	ENSG00000124422.11
	0.44

	COG8
	ENSG00000213380.13
	0.44

	CRTC3
	ENSG00000140577.15
	0.44

	TBCEL
	ENSG00000154114.12
	0.44

	ASPA
	ENSG00000108381.10
	0.44

	KBTBD4
	ENSG00000123444.13
	0.44

	TADA2B
	ENSG00000173011.11
	0.44

	LINC01278
	ENSG00000235437.7
	0.44

	CTC-559E9.1
	ENSG00000266904.5
	0.44

	USP47
	ENSG00000170242.17
	0.44

	TCAF1
	ENSG00000198420.9
	0.44

	LINC00657
	ENSG00000260032.1
	0.44

	GTF2IP4
	ENSG00000233369.7
	0.43

	LSAMP
	ENSG00000185565.11
	0.43

	DUSP19
	ENSG00000162999.12
	0.43

	TNRC6C
	ENSG00000078687.16
	0.43

	GIGYF2
	ENSG00000204120.14
	0.43

	TMX2-CTNND1
	ENSG00000254462.1
	0.43

	TNFSF12
	ENSG00000239697.10
	0.43

	SOGA3
	ENSG00000255330.8
	0.43

	RRAGD
	ENSG00000025039.14
	0.43

	ARHGEF12
	ENSG00000196914.8
	0.43

	ZNF555
	ENSG00000186300.11
	0.43

	FGD5-AS1
	ENSG00000225733.5
	0.43

	NCAM1
	ENSG00000149294.16
	0.43

	RP11-1081L13.4
	ENSG00000254966.1
	0.43

	DCHS1
	ENSG00000166341.7
	0.43

	LINC01521
	ENSG00000213888.3
	0.43

	AGAP1
	ENSG00000157985.17
	0.43

	NCOA1
	ENSG00000084676.15
	0.43

	BBS5
	ENSG00000163093.11
	0.43

	MAP1LC3B
	ENSG00000140941.12
	0.43

	CPEB4
	ENSG00000113742.12
	0.43

	POU3F3
	ENSG00000198914.2
	0.43

	MBNL2
	ENSG00000139793.18
	0.43

	PKI55
	ENSG00000260804.3
	0.43

	BBS1
	ENSG00000174483.19
	0.43

	ERC1
	ENSG00000082805.19
	0.43

	RBFOX2
	ENSG00000100320.22
	0.43

	CH17-140K24.6
	ENSG00000279375.1
	0.43

	CNTNAP1
	ENSG00000108797.11
	0.43

	AP002954.3
	ENSG00000255176.1
	0.43

	RNF185
	ENSG00000138942.15
	0.43

	SRGAP2
	ENSG00000266028.7
	0.43

	KHDRBS3
	ENSG00000131773.13
	0.43

	RP11-77K12.9
	ENSG00000274220.1
	0.43

	TOM1L2
	ENSG00000175662.17
	0.43

	PPP2CB
	ENSG00000104695.12
	0.43

	RAP2C-AS1
	ENSG00000232160.6
	0.43

	C3orf18
	ENSG00000088543.14
	0.43

	ZSCAN21
	ENSG00000166529.14
	0.43

	SMARCC2
	ENSG00000139613.11
	0.43

	TAOK1
	ENSG00000160551.9
	0.43

	DAAM2
	ENSG00000146122.16
	0.43

	CHST3
	ENSG00000122863.5
	0.43

	JAK1
	ENSG00000162434.11
	0.43

	RIC8B
	ENSG00000111785.18
	0.43

	BBX
	ENSG00000114439.18
	0.43

	SEPT3
	ENSG00000100167.19
	0.43

	VASH1
	ENSG00000071246.10
	0.43

	POLR2M
	ENSG00000255529.7
	0.43

	MRPS31P4
	ENSG00000250299.5
	0.43

	ZNF181
	ENSG00000197841.14
	0.43

	DCTN4
	ENSG00000132912.12
	0.43

	ABL2
	ENSG00000143322.19
	0.43

	KAZN
	ENSG00000189337.15
	0.43

	RNF13
	ENSG00000082996.19
	0.43

	SYNE1
	ENSG00000131018.22
	0.43

	NFIX
	ENSG00000008441.16
	0.43

	TMEM8B
	ENSG00000137103.16
	0.43

	ITPKB
	ENSG00000143772.9
	0.43

	RFTN2
	ENSG00000162944.10
	0.43

	ATP9A
	ENSG00000054793.13
	0.43

	BBS2
	ENSG00000125124.11
	0.43

	C2orf42
	ENSG00000115998.7
	0.43

	EML1
	ENSG00000066629.16
	0.43

	RP11-181C21.4
	ENSG00000219201.4
	0.43

	B3GLCT
	ENSG00000187676.7
	0.43

	MAP4K4
	ENSG00000071054.15
	0.43

	WDR48
	ENSG00000114742.13
	0.43

	MRFAP1
	ENSG00000179010.14
	0.43

	UBE4A
	ENSG00000110344.9
	0.43

	CDK5R1
	ENSG00000176749.8
	0.43

	LRRC37A16P
	ENSG00000267023.5
	0.43

	MGC16275
	ENSG00000246731.2
	0.43

	TAOK2
	ENSG00000149930.17
	0.43

	8-Mar
	ENSG00000165406.15
	0.43

	NKIRAS1
	ENSG00000197885.10
	0.43

	ARHGEF9
	ENSG00000131089.13
	0.43

	MTMR2
	ENSG00000087053.18
	0.43

	SGCD
	ENSG00000170624.13
	0.43

	BNIP3L
	ENSG00000104765.14
	0.43

	CH507-396I9.7
	ENSG00000277277.2
	0.43

	HIP1
	ENSG00000127946.16
	0.43

	EVI5
	ENSG00000067208.14
	0.43

	AFAP1
	ENSG00000196526.10
	0.43

	KLHDC10
	ENSG00000128607.13
	0.42

	TMEM169
	ENSG00000163449.10
	0.42

	ZNF106
	ENSG00000103994.16
	0.42

	EIF4ENIF1
	ENSG00000184708.17
	0.42

	ZNF778
	ENSG00000170100.13
	0.42

	EFR3B
	ENSG00000084710.13
	0.42

	RNF11
	ENSG00000123091.4
	0.42

	DET1
	ENSG00000140543.13
	0.42

	MYO5A
	ENSG00000197535.14
	0.42

	GNB1
	ENSG00000078369.17
	0.42

	PEA15
	ENSG00000162734.12
	0.42

	THRA
	ENSG00000126351.12
	0.42

	CAP2
	ENSG00000112186.11
	0.42

	DDR2
	ENSG00000162733.16
	0.42

	ADAL
	ENSG00000168803.14
	0.42

	SLC30A9
	ENSG00000014824.13
	0.42

	C16orf45
	ENSG00000166780.10
	0.42




Supplementary Table 3 Top 10 miRNAs predicted to potentially interact with DIP2C based on the miRDB database.
	Target Rank
	Target Score
	miRNA Name
	Gene Symbol

	1
	100
	hsa-miR-5011-5p
	DIP2C

	2
	100
	hsa-miR-190a-3p
	DIP2C

	3
	98
	hsa-miR-642a-3p
	DIP2C

	4
	98
	hsa-miR-642b-3p
	DIP2C

	5
	98
	hsa-miR-6853-3p
	DIP2C

	6
	97
	hsa-miR-135b-5p
	DIP2C

	7
	97
	hsa-miR-135a-5p
	DIP2C

	8
	97
	hsa-miR-130a-5p
	DIP2C

	9
	96
	hsa-miR-6809-3p
	DIP2C

	10
	95
	hsa-miR-3121-5p
	DIP2C

	11
	94
	hsa-miR-520d-5p
	DIP2C

	12
	94
	hsa-miR-524-5p
	DIP2C

	13
	94
	hsa-miR-6501-3p
	DIP2C

	14
	94
	hsa-miR-744-3p
	DIP2C

	15
	94
	hsa-miR-4753-3p
	DIP2C

	16
	93
	hsa-miR-139-5p
	DIP2C

	17
	93
	hsa-miR-3714
	DIP2C

	18
	93
	hsa-miR-579-3p
	DIP2C

	19
	92
	hsa-miR-5047
	DIP2C

	20
	92
	hsa-miR-18b-5p
	DIP2C

	21
	92
	hsa-miR-664b-3p
	DIP2C

	22
	92
	hsa-miR-1301-3p
	DIP2C

	23
	92
	hsa-miR-6529-5p
	DIP2C

	24
	92
	hsa-miR-18a-5p
	DIP2C

	25
	92
	hsa-miR-4735-3p
	DIP2C

	26
	91
	hsa-miR-302f
	DIP2C

	27
	91
	hsa-miR-6721-5p
	DIP2C

	28
	91
	hsa-miR-4716-5p
	DIP2C

	29
	90
	hsa-miR-6507-3p
	DIP2C

	30
	90
	hsa-miR-545-3p
	DIP2C

	31
	90
	hsa-miR-101-3p
	DIP2C




Supplementary Table 4 Potential targets of miRNA binding to DIP2C detected based on the miRanda algorithm.
	miRNA
	Tot Score
	Tot Energy
	Max Score
	Max Energy
	Positions

	hsa-miR-5011-5p
	300
	-16.72
	158
	-11.61
	2587 846

	hsa-miR-190a-3p
	296
	-7.87
	152
	-5.24
	2589 848

	hsa-miR-642a-3p
	322
	-33.3
	172
	-19.01
	411 1858

	hsa-miR-642b-3p
	317
	-32.41
	167
	-18.12
	411 1858

	hsa-miR-6853-3p
	445
	-48.08
	152
	-21.87
	2814 2525 870

	hsa-miR-135b-5p
	144
	-9.99
	144
	-9.99
	453

	hsa-miR-135a-5p
	284
	-29.11
	144
	-19.11
	453 2019

	hsa-miR-130a-5p
	596
	-42.93
	152
	-11.73
	752 1775 2306  2517

	hsa-miR-6809-3p
	599
	-66.28
	153
	-27.55
	114 126 752 2345

	hsa-miR-3121-5p
	151
	-14.39
	151
	-14.39
	2736

	hsa-miR-520d-5p
	287
	-18.3
	144
	-10.19
	2780 657

	hsa-miR-524-5p
	427
	-33.57
	144
	-15.93
	2778 655 294

	hsa-miR-6501-3p
	151
	-17.28
	151
	-17.28
	2843

	hsa-miR-744-3p
	287
	-23.2
	146
	-12
	3045 66

	hsa-miR-4753-3p
	292
	-27.07
	149
	-15.77
	751 2354

	hsa-miR-139-5p
	152
	-16.98
	152
	-16.98
	2417

	hsa-miR-3714
	299
	-40.49
	150
	-21.56
	210 1732

	hsa-miR-579-3p
	167
	-17.75
	167
	-17.75
	2810

	hsa-miR-5047
	299
	-35.54
	154
	-18.12
	2104 1173

	hsa-miR-18b-5p
	146
	-12.5
	146
	-12.5
	513

	hsa-miR-664b-3p
	140
	-8.49
	140
	-8.49
	2812

	hsa-miR-1301-3p
	288
	-35.41
	147
	-20.33
	1170 2102

	hsa-miR-6529-5p
	152
	-15.84
	152
	-15.84
	732

	hsa-miR-18a-5p
	145
	-10.6
	145
	-10.6
	512

	hsa-miR-4735-3p
	151
	-11.55
	151
	-11.55
	517

	hsa-miR-302f
	140
	-8.4
	140
	-8.4
	331

	hsa-miR-6721-5p
	160
	-17.5
	160
	-17.5
	342

	hsa-miR-6507-3p
	586
	-58.87
	155
	-19.82
	197 126 7 1138

	hsa-miR-545-3p
	426
	-35.36
	143
	-12.95
	1081 3113 789

	hsa-miR-101-3p
	147
	-12.27
	147
	-12.27
	2417




Supplementary Table 5 Univariate and multivariate Cox regression analysis of the influencing factors of OS in KIRC patients
	
Characteristics
	
Total (N)
	
	Univariate analysis
	
	Multivariate analysis

	
	
	
	Hazard ratio (95% CI)
	p-value
	
	Hazard ratio (95% CI)
	p-value

	Pathologic stage
	538
	
	
	
	
	
	

	Stage I
	272
	
	Reference
	
	
	Reference
	

	Stage II
	59
	
	1.183(0.638 -2.193)
	0.594
	
	3.076(0.520-18.186)
	0.215

	Stage III
	123
	
	2.649(1.767- 3.971)
	< 0.001
	
	2.780(0.711-10.868)
	0.142

	Stage IV
	83
	
	6.622(4.535- 9.670)
	< 0.001
	
	20.603(1.594-266.252)
	0.020

	Pathologic T stage
	541
	
	
	
	
	
	

	T1
	279
	
	Reference
	
	
	Reference
	

	T2
	71
	
	1.488(0.893- 2.478)
	0.127
	
	0.246 (0.051 - 1.178)
	0.079

	T3
	180
	
	3.321(2.356- 4.681)
	< 0.001
	
	0.689 (0.195 - 2.439)
	0.564

	T4
	11
	
	10.631(5.374-21.031)
	< 0.001
	
	0.775 (0.175 - 3.422)
	0.736

	Pathologic N stage
	258
	
	
	
	
	
	

	N0
	242
	
	Reference
	
	
	Reference
	

	N1
	16
	
	3.422 (1.817 - 6.446)
	< 0.001
	
	1.527 (0.604 - 3.859)
	0.371

	Pathologic M stage
	508
	
	
	
	
	
	

	M0
	429
	
	Reference
	
	
	Reference
	

	M1
	79
	
	4.401 (3.226 - 6.002)
	< 0.001
	
	0.424 (0.041 - 4.332)
	0.469

	Gender
	541
	
	
	
	
	
	

	Female
	187
	
	1.083 (0.796 - 1.473)
	0.613
	
	
	

	Male
	354
	
	Reference
	
	
	
	

	DIP2C
	541
	
	
	
	
	
	

	Low
	270
	
	Reference
	
	
	Reference
	

	High
	271
	
	0.476 (0.348 - 0.653)
	< 0.001
	
	0.494 (0.317 - 0.772)
	0.002




Supplementary Table 6 Univariate and multivariate Cox regression analysis of the influencing factors of DSS in KIRC patients
	
Characteristics
	
Total (N)
	
	Univariate analysis
	
	Multivariate analysis

	
	
	
	Hazard ratio (95% CI)
	p-value
	
	Hazard ratio (95% CI)
	p-value

	Pathologic stage
	527
	
	
	
	
	
	

	Stage I
	271
	
	Reference
	
	
	Reference
	

	Stage II
	58
	
	4.229(1.679-10.656)
	0.002
	
	12.197(1.651-90.115)
	0.014

	Stage III
	119
	
	7.911(3.745-16.713)
	< 0.001
	
	10.720(2.169-52.972)
	0.004

	Stage IV
	79
	
	31.690(15.730-63.843)
	< 0.001
	
	108.469(6.480-1815.756)
	0.001

	Pathologic T stage
	530
	
	
	
	
	
	

	T1
	277
	
	Reference
	
	
	Reference
	

	T2
	70
	
	4.445 (2.190 - 9.019)
	< 0.001
	
	0.214 (0.044 - 1.032)
	0.055

	T3
	173
	
	8.923 (5.022 - 15.852)
	< 0.001
	
	0.521 (0.146 - 1.853)
	0.314

	T4
	10
	
	33.572(14.497-77.748)
	< 0.001
	
	0.671 (0.129 - 3.501)
	0.636

	Pathologic N stage
	256
	
	
	
	
	
	

	N0
	241
	
	Reference
	
	
	Reference
	

	N1
	15
	
	3.864 (1.831 - 8.157)
	< 0.001
	
	1.059 (0.325 - 3.451)
	0.925

	Pathologic M stage
	497
	
	
	
	
	
	

	M0
	422
	
	Reference
	
	
	Reference
	

	M1
	75
	
	9.219 (6.294 - 13.504)
	< 0.001
	
	0.496 (0.041 - 5.970)
	0.580

	Gender
	530
	
	
	
	
	
	

	Female
	181
	
	0.845 (0.562 - 1.272)
	0.420
	
	
	

	Male
	349
	
	Reference
	
	
	
	

	DIP2C
	530
	
	
	
	
	
	

	Low
	264
	
	Reference
	
	
	Reference
	

	High
	266
	
	0.315 (0.204 - 0.487)
	< 0.001
	
	0.332 (0.181 - 0.609)
	< 0.001




Supplementary Table 7 Univariate and multivariate Cox regression analysis of influencing factors of PFI in KIRC patients
	
Characteristics
	
Total (N)
	
	Univariate analysis
	
	Multivariate analysis

	
	
	
	Hazard ratio (95% CI)
	p-value
	
	Hazard ratio (95% CI)
	p-value

	Pathologic stage
	536
	
	
	
	
	
	

	Stage I
	273
	
	Reference
	
	
	Reference
	

	Stage II
	59
	
	2.354(1.234- 4.492)
	0.009
	
	2.579(0.500-13.297)
	0.258

	Stage III
	123
	
	4.679(2.913- 7.518)
	< 0.001
	
	3.337(0.801-13.911)
	0.098

	Stage IV
	81
	
	19.917(12.711-31.207)
	< 0.001
	
	81.434(5.705-1162.491)
	0.001

	Pathologic T stage
	539
	
	
	
	
	
	

	T1
	279
	
	Reference
	
	
	Reference
	

	T2
	71
	
	3.346 (1.994 - 5.617)
	< 0.001
	
	0.776 (0.196 - 3.077)
	0.718

	T3
	178
	
	6.253 (4.178 - 9.357)
	< 0.001
	
	1.353 (0.391 - 4.687)
	0.634

	T4
	11
	
	17.548(8.585- 35.868)
	< 0.001
	
	0.467 (0.098 - 2.229)
	0.339

	Pathologic N stage
	257
	
	
	
	
	
	

	N0
	241
	
	Reference
	
	
	Reference
	

	N1
	16
	
	3.697 (1.899 - 7.198)
	< 0.001
	
	2.193 (0.912 - 5.271)
	0.079

	Pathologic M stage
	506
	
	
	
	
	
	

	M0
	429
	
	Reference
	
	
	Reference
	

	M1
	77
	
	9.081 (6.554 - 12.582)
	< 0.001
	
	0.260 (0.026 - 2.639)
	0.255

	Gender
	539
	
	
	
	
	
	

	Female
	186
	
	0.677 (0.479 - 0.959)
	0.028
	
	0.765 (0.476 - 1.229)
	0.268

	Male
	353
	
	Reference
	
	
	Reference
	

	DIP2C
	539
	
	
	
	
	
	

	Low
	268
	
	Reference
	
	
	Reference
	

	High
	271
	
	0.463 (0.333 - 0.642)
	< 0.001
	
	0.483 (0.297 - 0.784)
	0.003




