[bookmark: _GoBack]Table1. Primer pairs used in RT-PCRs
	Gene
	Primer Sequence (5'-3')

	murG-RT-F
	TATCTGTGCCAGTTGTTATTGC

	murG-RT-R
	TCGCTAATCCTGGTGTTAAGTC

	glpK-RT-F
	GGTTCAGCAATCCAATGGTTAC

	glpK-RT-R
	GTCAACTCGTGTCGCATAACT

	acsA-RT-F
	TGTATCTGGTGATTCGGCATAT

	acsA-RT-R
	TCGTCTGTTGGTTCATATCCTT

	oppC-RT-F
	GGCGTTGTATATGGTGCGATT      

	oppC-RT-R
	GCCTAACCAGCCTGTGATAGA

	sarA-RT-F
	GTTGTTATCAATGGTCACTTATGCT

	sarA-RT-R
	CTCTTTGTTTTCGCTGATGTATG

	ssaA-RT-F
	ATCAAACAACACGCAATCAC

	ssaA-RT-R
	TGCCACCTACTCTGTCAAAT
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	ATGTCGTGGATGGCGTTACT

	narH-RT-R
	TTCAGAGCATACCGTAGGCATA

	splF-RT-F
	TGTGCTTTCACCTGATGGCT

	splF-RT-R
	CAGCCTGGTAGCTCTGGTTC

	16S rRNA-RT-F
	CTGTGCACATCTTGACGGTA                  

	16S rRNA-RT-R
	TCAGCGTCAGTTACAGACCA



Table2. Differentially Expressed Genes (DEGs) of BBR-Exposed USA300-LAC


	Gene id
	Name
	Des.
	log2.FC.
	pValue
	type

	SAUSA300_2249
	ssaA
	secretory antigen precursor SsaA
	3.42
	<0.001
	up

	SAUSA300_1713
	ribBA
	riboflavin biosynthesis protein
	3.34
	<0.001
	up

	SAUSA300_0260
	bglA
	6-phospho-beta-glucosidase
	2.83
	<0.001
	up

	SAUSA300_1163
	rbfA
	ribosome-binding factor A
	2.45
	<0.001
	up

	SAUSA300_1153
	uppS
	undecaprenyl diphosphate synthase
	1.83
	<0.001
	up

	SAUSA300_2210
	glcU
	probable glucose uptake protein
	1.47
	<0.001
	up

	SAUSA300_0256
	lrgA
	holin-like protein lrgA
	1.32
	<0.001
	up

	SAUSA300_1192
	glpK
	glycerol kinase
	1.31
	<0.001
	up

	SAUSA300_0075
	oppC
	oligopeptide permease, channel-forming protein
	1.20
	<0.001
	up

	SAUSA300_1873
	MurG
	Mur ligase family protein
	1.00
	0.008
	up

	SAUSA300_1679
	acsA
	acetyl-coenzyme A synthetase
	-1.07
	<0.001
	down

	SAUSA300_2342
	narH
	respiratory nitrate reductase, beta subunit
	-1.61
	<0.001
	down

	SAUSA300_0605
	sarA
	staphylococcal accessory regulator A
	-1.83
	<0.001
	down

	SAUSA300_0594
	adh
	alcohol dehydrogenase
	-2.25
	<0.001
	down

	SAUSA300_1762
	epiF
	lantibiotic epidermin immunity protein F
	-2.39
	<0.001
	down

	SAUSA300_2392
	opuCb
	glycine betaine/carnitine/choline ABC transporter
	-2.45
	<0.001
	down

	SAUSA300_1117
	rpmB
	50S ribosomal protein L28
	-2.47
	<0.001
	down

	SAUSA300_2281
	hutG
	formimidoylglutamase
	-2.62
	<0.001
	down

	SAUSA300_0928
	comK
	competence transcription factor
	-2.72
	<0.001
	down

	SAUSA300_1753
	splF
	serine protease SplF
	-2.73
	<0.001
	down



Table3. Differentially Expressed Proteins (DEPs) of BBR-Exposed USA300-LAC
	Entry
	Protein names
	Gene
	log2.FC.
	p.value
	type

	Q6GJC2
	30S ribosomal protein S7
	rpsG
	9.89
	<0.001
	up

	W8UX29
	Pyruvate kinase
	pyk
	9.86
	0.002
	up

	W8TMY9
	FAA hydrolase family protein
	mhpD
	9.59
	0.002
	up

	Q5HFY4
	Alanine dehydrogenase 1
	ald1
	9.28
	0.047
	up

	W8TNG0
	Phosphoglycerate kinase
	pgk
	9.23
	<0.001
	up

	A0A2X2JTK8
	Glucose-6-phosphate isomerase (GPI)
	pgi
	9.00
	0.002
	up

	Q8NX96
	Bifunctional autolysin
	atl
	8.54
	0.005
	up

	A0A380ELU7
	Sucrose operon repressor ScrR, LacI family
	scrR
	-5.17
	0.006
	down

	Q6GG12
	Isocitrate dehydrogenase [NADP]
	icd
	-4.95
	0.005
	down

	A0A6C6Y111
	Staphylokinase
	sak
	-4.87
	0.005
	down

	A0A380EEI1
	histidine kinase
	lytS
	-3.50
	<0.001
	down

	A0A6F8Z549
	Penicillin binding protein 4
	pbp4
	-3.24
	<0.001
	down

	Q93KF4
	DNA topoisomerase 4 subunit A
	parC
	-3.06
	0.028
	down

	A0A2X2JWX3
	succinate dehydrogenase
	sdhA
	-2.63
	0.006
	down

	W8TVX7
	GTPase Era
	bex
	-2.46
	0.010
	down



Table4. Differentially Abundant Metabolites (DAMs) of BBR-Exposed USA300-LAC
	Metabolite name
	VIP
	log2.FC.
	p.value
	type

	Lysine
	1.374630198
	-2.84
	0.01
	Down

	UDP-N-acetylglucosamine
	1.46236022
	-1.90
	<0.001
	Down

	L-Aspartic acid
	1.47258193
	-1.82
	<0.001
	Down

	Lauric acid
	1.397498014
	-1.67
	0.006
	Down

	2-hydroxybehenic acid
	1.47788269
	-1.38
	<0.001
	Down

	Flavin adenine dinucleotide (FAD)
	1.398027047
	-1.18
	0.005
	Down

	(R)-3-Hydroxy myristic acid
	1.476804217
	-1.17
	<0.001
	Down

	L-Histidine
	1.476033244
	-1.13
	<0.001
	Down

	Valeric acid
	1.391301277
	-1.13
	0.008
	Down

	3-Oxotetradecanoic acid
	1.433295979
	-1.05
	0.003
	Down

	D-(-)-Fructose
	1.482504041
	1.73
	<0.001
	UP

	Cytosine
	1.478245894
	3.11
	<0.001
	UP

	pyruvate
	1.489794375
	3.28
	<0.001
	UP

	Uridine
	1.477956907
	3.35
	<0.001
	UP

	5-methyldeoxycytidine
	1.490864388
	3.85
	<0.001
	UP



