Supplementary Table S1. Primers used in this study.
	Primer Name
	Sequence

	Quantitative Real-Time PCR Analysis

	PeKAN2-RT-F
	CGAGGATCCGAATCATCTGCT

	PeKAN2-RT-R
	GTGCTTGAAATTGGTACCTCCA

	PeAS1-RT-F
	CTCGAGAGCTTTGCGGAGAA

	PeAS1-RT-R
	TCTGCTGTGAATTCGCCCAT

	PeAS2-RT-F
	TTCTTCGCAAGGGATGCAGT

	PeAS2-RT-R
	AGAGCAGGGCGATTTTCCTC

	PeHDZIP-RT-F(1372)
	CTCGACTTCGATTCCCTCCG

	PeHDZIP-RT-R(1372)
	CTGATTCGTGTTTAGCGGCG

	PeARF-RT-F(5435)
	CAGCAAATATGTCCCGCACG

	PeARF-RT-R(5435)
	TTGCGCTGTTCACATTGCTC

	PeARF-RT-F(7231)
	TTGGAAGACCTCAAGCCGTC

	PeARF-RT-R(7231)
	CACCACGAAGCTGTTCTCCT

	PeAUXIN-RT-F(8389)
	GAATTGCCACCTGAATCGGC

	PeAUXIN-RT-R(8389)
	GAATCGCAGCTCTCCTCCTC

	PeYABBY-RT-F（8468）
	GCGGCTTTTGCTTCCTCAAA

	PeYABBY-RT-R（8468）
	CCGGTTGGACTTCTCGAACA

	Construction of VIGS expression vector

	CymMV-PeKAN2-F
	GCTATTTCCTGCACAGCCAGAC

	CymMV-PeKAN2-R
	TGGAGGAAGGGTGGGTGATG

	CymMV-AS1-F
	ATCCAAGCACGGCAACAAGT

	CymMV-AS1-R
	ACCGGTTGTTGCTTCACGAG




Supplementary Table S2.RNA-seq quality metrics.
	sample
	library
	raw_reads
	raw_bases
	clean_reads

	WT_1
	SRAS25H000703-4a
	44699530
	6.7G
	43150026

	WT_2
	SRAS25H000704-1a
	49285042
	7.39G
	47779896

	WT_3
	SRAS25H000705-1a
	41704074
	6.26G
	40433722

	FZ_40Gy_1
	SRAS250073148-1a
	46072102
	6.91G
	44358568

	FZ_40Gy_2
	SRAS250073149-1a
	48429140
	7.26G
	46379850

	FZ_40Gy_3
	SRAS250073150-1a
	42613306
	6.39G
	41165880

	clean_bases
	error_rate
	Q20
	Q30
	GC_pct

	6.47G
	0.01
	99.45
	97.1
	48.53

	7.17G
	0.01
	99.48
	97.2
	48.66

	6.07G
	0.01
	99.44
	96.98
	48.54

	6.65G
	0.01
	99.42
	96.98
	48.66

	6.96G
	0.01
	99.44
	96.99
	48.62

	6.17G
	0.01
	99.44
	97.03
	48.71
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