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Representative GraphML subnetworks generated with SELECT-NET.

The GraphML files associated with the principal subnetworks discussed in this manuscript are provided as supplementary resources and can be directly imported into Cytoscape for visualization, inspection, and reuse.

Included files:

Fig2_STEC1_ModeC.graphml
Fig2_Cdifficile_ModeC.graphml

Fig3_Cdifficile_Full_ModeD.graphml
Fig3_Cdifficile_Lite_ModeD.graphml

Fig4_Cgilardii_OV2_ModeA.graphml
Fig4_Cgilardii_NOV2_ModeA.graphml
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