Supplementary Methods
Partial Spearman correlations were computed using the residuals-on-ranks method. Briefly, the ranks of DACH1 expression and target methylation were each regressed separately on the ranks of the methylation burden index using ordinary least squares. The Pearson correlation of the two residual vectors was then taken as the partial Spearman coefficient. This approach approximates the partial Spearman correlation without requiring distributional assumptions beyond rank transformation.

