Supplementary Table S4. Results of KEGG functional enrichment analysis of differential expressed metabolites (DEM).
	Pathway ID
	KEGG(Level_1)
	Pathway name
	Rich factor
	P value
	Q value
	Number of DEM (up)
	Number of DEM (down)

	ko00571
	Metabolism
	Lipoarabinomannan (LAM) biosynthesis
	1.50
	＜0.001
	＜0.001
	3
	0

	ko00564
	Metabolism
	Glycerophospholipid metabolism
	0.16
	＜0.001
	＜0.001
	8
	1

	ko05231
	Human Diseases
	Choline metabolism in cancer
	0.36
	＜0.001
	＜0.001
	3
	1

	ko04136
	Cellular Processes
	Autophagy - other
	1
	＜0.001
	＜0.001
	3
	0

	ko04138
	Cellular Processes
	Autophagy - yeast
	1
	＜0.001
	＜0.001
	3
	0

	ko00563
	Metabolism
	Glycosylphosphatidylinositol (GPI)-anchor biosynthesis
	0.75
	＜0.001
	＜0.001
	3
	0

	ko05132
	Human Diseases
	Salmonella infection
	0.60
	＜0.001
	＜0.001
	3
	0

	ko04140
	Cellular Processes
	Autophagy - animal
	0.50
	＜0.001
	＜0.001
	3
	0

	ko05152
	Human Diseases
	Tuberculosis
	0.33
	＜0.001
	＜0.001
	3
	0

	ko00562
	Metabolism
	Inositol phosphate metabolism
	0.09
	＜0.001
	＜0.001
	4
	0

	ko04070
	Environmental Information Processing
	Phosphatidylinositol signaling system
	0.10
	＜0.001
	0.0001 
	3
	0

	ko00592
	Metabolism
	alpha-Linolenic acid metabolism
	0.07
	0.0001 
	0.0003 
	1
	2

	ko04148
	Cellular Processes
	Efferocytosis
	0.11
	0.0008 
	0.0018 
	2
	0

	ko04723
	Organismal Systems
	Retrograde endocannabinoid signaling
	0.11
	0.0009 
	0.0019 
	1
	1

	ko00591
	Metabolism
	Linoleic acid metabolism
	0.07
	0.0019 
	0.0038 
	1
	1

	ko00590
	Metabolism
	Arachidonic acid metabolism
	0.03
	0.0141 
	0.0274 
	1
	1

	ko04217
	Cellular Processes
	Necroptosis
	0.10
	0.0231 
	0.0422 
	1
	0

	ko00552
	Metabolism
	Teichoic acid biosynthesis
	0.08
	0.0277 
	0.0477 
	1
	0

	ko04071
	Environmental Information Processing
	Sphingolipid signaling pathway
	0.07
	0.0345 
	0.0563 
	1
	0

	ko01100
	Metabolism
	Metabolic pathways
	0.00
	0.0409 
	0.0633 
	10
	1

	ko00250
	Metabolism
	Alanine, aspartate and glutamate metabolism
	0.04
	0.0635 
	0.0937 
	1
	0

	ko00600
	Metabolism
	Sphingolipid metabolism
	0.03
	0.0788 
	0.1110 
	1
	0

	ko00340
	Metabolism
	Histidine metabolism
	0.02
	0.1044 
	0.1407 
	1
	0

	ko00310
	Metabolism
	Lysine degradation
	0.02
	0.1232 
	0.1592 
	1
	0

	ko00240
	Metabolism
	Pyrimidine metabolism
	0.02
	0.1396 
	0.1731 
	1
	0

	ko01064
	Metabolism
	Biosynthesis of alkaloids derived from ornithine, lysine and nicotinic acid
	0.01
	0.1457 
	0.1737 
	1
	0

	ko00960
	Metabolism
	Tropane, piperidine and pyridine alkaloid biosynthesis
	0.01
	0.1557 
	0.1788 
	1
	0

	ko01060
	Metabolism
	Biosynthesis of plant secondary metabolites
	0.01
	0.2835 
	0.3138 
	1
	0

	ko01240
	Metabolism
	Biosynthesis of cofactors
	0.00
	0.5449 
	0.5824 
	1
	0

	ko01120
	Metabolism
	Microbial metabolism in diverse environments
	0.00
	0.7415 
	0.7662 
	2
	0

	ko01110
	Metabolism
	Biosynthesis of secondary metabolites
	0.00
	0.8354 
	0.8354 
	2
	2



