Supplementary Table 1. Primers used for amplification and detection of the complete genome sequence of BEnV-1
	Primer name
	Primer sequence (5’-3’)
	Size (nt)
	Tm/°C
	reference

	BEV1F7
	AGAATCCGAACTCCACTCGTG
	699
	57
	This study

	BEV1R705
	AGTAAGTCCGAGCAAGCTCG
	
	
	

	BEV1F572
	AGTTGGACATGCTCAGCTTCG
	793
	58
	This study

	BEV1R1364
	ACACATGTTGCAGAATGGCCAG
	
	
	

	BEV1F1203
	AAGAGCGGACGATTCCTGGC
	1485
	59
	This study

	BEV1R2687
	AGTGCTGTAGAGGCGTAGGC
	
	
	

	BEV1F2533
	TGAAGCGGAACTAAGCTCTCTC
	1611
	58
	This study

	BEV1R4143
	TGTTGGCGTCTCCTCCTAGGAC
	
	
	

	BEV1F4018
	AATGCCGACCAAGAATAGTCGAGCTC
	1713
	60
	This study

	BEV1R5730
	TACTACCATCTTTAACGACTGGTAATTCC
	
	
	

	BEV1F5234
	ACCGAGAAGGTGTTAGAATGGGGGTC
	519
	62
	This study

	Vial9
	GACCACGCGTATCGATGTCGAC
	
	
	

	Vial8 (RT)
	GACCACGCGTATCGATGTCGACTTTTTTTTTTTTTTTTV
	519
	62
	[6]

	BEV1R185
	TCAGTGAGGGGCATCAACGAAGAGCGCGTC                          
	~200
	67
	This study

	BEnVdF
	AGTTGGACATGCTCAGCTTCG
	793
	55
	This study

	BEnVdR
	ACACATGTTGCAGAATGGCCAG
	
	
	


Note: F: Forward primer; R: Reverse primer
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Supplementary Table 2. Sequence identities between BEnV-1 and members of the genus Enamovirus 
	Virus (GenBank acc. no.)
	Sequence identity (%)

	
	full genome
	P0（aa）
	P1(aa)
	P1-P2（aa）
	P3(aa)
	P3-P5(aa)

	AEV-1 (NC_029993)
	68.0
	50.5
	52.5
	62.8
	81.1
	74.2

	PEMV-1 (NC_003629)
	68.4
	51.9
	52.5
	62.9
	80.5
	68.8

	CVEV (NC_021564)
	52.0
	21.7
	25.4
	38.4
	30.6
	38.9

	GEV-1 (NC_034836)
	50.4
	19.9
	24.9
	33.4
	40.2
	32.3


Note: AEV-1, alfalfa enamovirus 1; PEMV-1, pea enation mosaic virus 1; CVEV, citrus vein enation virus; GEV-1, grapevine enamovirus 1.



