Table 5. Within-pair resolution of the diffusivity association across all four networks (mean diffusivity).
	Test
	Reward
	Salience
	DMN
	Limbic-olf.

	Population LME β (P) [Table 3]
	0.17 (.02)
	−0.03 (.60)
	−0.03 (.66)
	0.20 (.004)*

	Pooled within-family β (P)
	−0.03 (.58)
	0.03 (.53)
	−0.04 (.42)
	0.01 (.86)

	MZ-only within-family β (P)
	−0.04 (.36)
	0.01 (.75)
	−0.02 (.64)
	0.09 (.10)

	MZ-only between-family β (P)
	−0.12 (.23)
	−0.08 (.42)
	−0.07 (.47)
	−0.01 (.91)

	Discordant oriented perm P
	0.06
	—
	—
	0.12

	FDR q (discordant family)
	0.12
	—
	—
	0.12

	Power floor (MDE, 80%)
	0.13
	—
	—
	0.15

	TOST equivalence P (bound)
	0.017 (±0.17)
	—
	—
	0.001 (±0.20)


Reduced-covariate Mundlak decomposition (age, sex, smoking). The diffusivity signal is limbic-olfactory-specific at the population level; reward is the powered comparison (formally equivalent to zero); salience and DMN have no population signal to resolve and are null at every level (shown for completeness). Discordant permutation, power-floor and TOST were run only where a population signal exists (reward, limbic-olfactory). Both tested within-person contrasts are powered and formally equivalent to zero. *Survives FDR. LME, linear mixed effects; MD, mean diffusivity; MDE, minimum detectable effect; MZ, monozygotic; TOST, two one-sided tests.
