Table 1 (part of Figure 1)

	Short Name
	Standard Name
	Short Functional Description

	Chromatin-Related Genes
	
	

	YTA7
	YGR270W
	Chromatin-associated ATPase, regulates histone gene expression and chromatin dynamics.

	BDF1
	YLR399C
	Component of the SWR1 complex, bromodomain protein, binds acetylated histones.

	HTZ1
	YOL012C
	Histone H2A variant, regulates chromatin structure, gene expression, and DNA damage repair. Substrate of the SWR 1 complex

	SWC5
	YBR231C
	Component of SWR1 complex which facilitates histone H2A.Z (Htz1) deposition in chromatin.

	NPL3*
	YDR432W
	RNA-binding protein that connects transcription and RNA processing to chromatin state, mainly via transcription‑coupled recruitment to chromatin and functional interactions with histone H2B ubiquitination and chromatin remodelers

	IES6
	YEL044W
	Component of INO80 chromatin remodeling complex.

	SNT1
	YCR033W
	Subunit of Set3C histone deacetylase complex.

	YJR018W
	YJR018W
	Dubious ORF, intersects Ess1, an essential peptidylprolyl-cis/trans-isomerase involved in histone H3 methylation

	RRM3
	YHR031C
	DNA helicase, facilitates replication fork progression, and is involved in maintaining correct chromatin states post replication

	Iron-Related Genes
	
	

	AFT1
	YGL071W
	Transcription factor, activates iron-regulated genes, involved in iron homeostasis.

	ARN1
	YHL040C
	Transmembrane protein, transports siderophore-iron chelates, involved in iron uptake.

	YHL041W
	YHL041W
	Conserved protein of unknown function, adjacent to ARN1, possibly acts via modulating ARN1 expression

	Other Genes
	
	

	IRA2
	YOL081W
	GTPase-activating protein, negatively regulates Ras signaling, affects cell growth and stress response.

	PXP3
	YJR107W
	Peroxisomal matrix protein, role unclear, potentially involved in peroxisome function.

	NPR3
	YHL023C
	Subunit of the Iml1p/SEACIT complex; SEACIT (Iml1p-Npr2p-Npr3p) is a subcomplex of SEAC, a coatomer-related complex that associates dynamically with the vacuole

	HIS7
	YBR248C
	Imidazoleglycerol-phosphate synthase, involved in histidine biosynthesis.

	EMG1
	YLR186W
	Methyltransferase, essential for 18S rRNA processing and small ribosomal subunit assembly.

	* A dubious ORF that intersects this gene (YDR433W) was also detected in the screen
	
	




